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Table S1. Oligonucleotides used in this study. 

    Primers                      Sequence (5’- 3’)a 

NDM-F CGGGATCCATGGAATTGCCCAATATTATG 

NDM-R AACTGCAGTCAGCGCAGCTTGTCGGCCAT 

BamHI-TEV-NDM-

F 

ATGGATCCGAAAACCTGTATTTCCAAGGCCAGCAAATGGAAACTGG

CGAC 

XhoI-NDM-R ATCTCGAGTCAGCGCAGCTTGTCGGCCATG 

aThe sequences of restriction site were shown with underline and TEV protease recognition sequence 

was in bold. 
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Figure S1. SDS-PAGE of NDM-24. Lane 1: NDM-24 containing His Tags;  

Lane 2: NDM was cleaved by using Turbo tobacco etch virus (TEV) protease to remove His Tags 

(Accelagen, San Diego, CA, USA): tagged protein (2a) and untagged protein (2b); Lane 3: untagged 

protein; Lane M: Marker 
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Figure S2. Molecular mass spectrometry of NDM-24 estimated by MALDI-TOF. 
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Figure S3. Predicted secondary structure of NDM-24. 

 


