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Figure S1. Differentially expressed microRNAs (miRNAs) in bone metastatic prostate
cancer. Heatmap demonstrating unsupervised hierarchical clustering of biopsies (n = 28) and
microRNAs (miRNAs) (n = 79) differing significantly (p < 0.05) in castration resistant
prostate cancer bone metastases (bone mets) (n = 14) and localized prostate cancer (PC) (n =
7) as compared to benign prostate tissue (benign) (n = 7).



