
Figure S1. 
A) Box plots of Boruta-selected NanoString gene-probe data from urine cell sediment (Cell) 
and urine extracellular vesicle (EV) RNA in men with prostate cancer (PCa, orange) and 
controls with no evidence of cancer (NC, blue) (see Results and Methods). 
B) Orange (PCa) and blue (NC) lines link NanoString expression data for paired Cell and EV 
samples from individual urine samples. 

 
 

 



 
 

  



 

 

 

  
 
 
 



 

  



 
 

 



 
 
 Figure S2: Comparison of NanoString data and qRT-PCR data (EV n=71, Cell-sediment n=66) for 5 gene-transcripts (RPLP2, FOLH1, OR51E2, 
PCA3 and KLK3). NanoString data is presented as log2, qRT-PCR data is presented as 1/Ct. blue dots are non-cancer (NC), orange dots are 
prostate cancer (PCa) samples. Data from urine EVs are in the left panel, and data from urine cell-sediment (Cell) are in the right panel. 
Respective Spearman correlation coefficients for RPLP2, FOLH1, OR51E2 and PCA3: r = 0.79; r = 0.68; r = 0.65, r = 0.94, all p<0.00001) and Cell 
(r = 0.86; r = 0.71; r = 0.77; r = 0.88, all p<0.00001). For KLK3: when all the data was included there was a large correlation in Cell (r = 0.70, 
p<0.00001) but in EV samples the correlation was reduced (r = 0.51, p = 0.0017) (See Main Text and Discussion). Correlation of KLK3 
NanoString and RT-PCR data without these 13 samples provided r values of >0.85 for both fractions. 


