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Figure S1. Dot plots representing cluster genes measured as average gene expression 

normalized by sample of origin. 
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Figure S2. UMAP based on the scRNA-seq analysis of T cells after regression of cell cycle. 
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Figure S3. Dot plot representing cluster genes for each cluster. Each column represent a 

sample. 
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Figure S4. Dot plot representing GSEA for cluster genes. Each column represent a sample. 


