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S1. Comparison to alternative segmentation algorithm 14 

The algorithm developed by Schwier et. al. [1] showed promising results for seg- 15 

menting vascular structures and constructing a vessel tree. Their work, however, is based 16 

on images with a resolution of (1056 x 1025) px2 with a pixel spacing of 14.5 µm. Addi- 17 

tionally, Schwier et. al. based their work on murine liver samples. The vascular structures 18 

show different characteristics. Mainly, they are better distinguishable from the image 19 

background. Therefore, a combination of contrast enhancement and color threshold is suf- 20 

ficient for segmenting these structures. However, vascular structures in the images used 21 

in this work are often not distinguishable from the background by just using a threshold. 22 

The segmentation presented in this work incorporates contrast enhancement and thresh- 23 

olding as well, yet, additional steps are necessary to segment the desired vessels. 24 

Table S1 compares the segmentation algorithm developed by Schwier et. al. [1] with 25 

the method presented in this work. It shows that the algorithm presented by Schwier et. 26 

al. only detects those vessel interiors that are clearly distinguishable from their surround- 27 

ing tissue (green). Structures showing an interior (blue) are hardly detected. Furthermore, 28 

some tissue is classified as vessel although it is torn tissue or tissue with little coloring. 29 

(yellow). The algorithm developed by Schwier et. al. is, therefore, limited to bigger struc- 30 

tures, which have a visible interior area. The segmentation presented in this work detects 31 

far more structures including those, which do not have any interior area. 32 
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Table S1. Comparison of the segmentation algorithms. A histological image (A) is segmented using the method proposed by 33 

Schwier et. al. [1] (B) and using the method presented in this work (C). 34 

Original Image Segmentation after [1] Segmentation proposed in 

this work 

A B C 
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