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Figure S1. (A-C) Clustering of EBV-positive IGC cells with MGCs/DGCs and
non-cancerous controls.
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Figure S2. (A-C) Distinctness of the biphenotypic B cell phenotype.



Cell Cluster

% Cells
Expressing
0
e 20
® 40
@ 60
@ 5o

Relative Gene
Expression

0.4
0.0

I -04

Figure S3. Dot plot of the Tth marker gene expression across the C1 and C13
clusters.
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Figure S4. (A-C) Dot plots of genes consistently, differentially expressed

between EBV-positive IGCs and EBV-negative IGCs.
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Figure S5. (A,B) T cell prevalence and expression of IFN-y in the single-cell
data.



