Enrichment plot: CHOLESTEROL BIOSHYNTHESIS
09

NES=2.50

£.| pvalue<0.001

I

GO_STEROI D_BIOSYNTI-IETIC_PROCESS
0.5

0.4
uzr
0.11

o0 pvalue<0.001

e

Enrichment score (ES)

Up-regulated genes

NES=2.06

K ) AL

2. 3
E " § 0 Zero cross at 1082
E E] B
3. OO N—— 3. ‘ o ety e
§ o 5,000 10,000 15,000 20,000 g o 5,000 10,000 15,000 20,000
= Rank in Ordered Dataset [ Rank in Ordered Dataset
[— Enrichment profile — Hits Ranking mefric scores [ Enrichment profile — Hits Ranking mefric scores
A673 SKNMC

siCTLsiEF1 siCTLsiEF1

R - EWSR1-FLI1

— =— e GAPDH

87% 85%

Steroid Biosynthesis

Cholesterol biosynthesis

HIF-1-alpha transcription factor network
Metabolic pathways

Sterol biosynthesis

C5 isoprenoid biosynthesis, mevalonate pathway

mevalonate pathway
Bisphosphonate Pathway

Statin Pathway

Central carbon metabolism in cancer
Metabolism of lipids and lipoproteins
Glycolysis

Fructose and mannose metabolism

HIF-2-alpha transcription factor network

siEF1

Enrichment plot: MEVALONATE PATHWAY

NES=2.02

5.5 pvalue<0.001 -

A

Zero cross at 10820

b s e e om

Ranked list metric (Signal2Notse)

5.000 10.000 15.000 20,000
Rank in Ordered Dataset

— Enrichment profile — Hits Ranking melric scores

Down-regulated genes

siEF1

siEGR2 siEGR2 l

pvalue<1.6e-16

pvalue<6e-27

1 2 3

4

-Log10 (pvalue)



