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Enrichment plot: KEGG_RETINOL_METABOLISM
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KEGG_GLYCEROPHOSPHOLIPID_METABOLISM
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Enrichment plot: KEGG_PPAR_SIGNALING_PATHWAY
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Enrichment plot: KEGG_GLYCEROLIPID_METABOLISM
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Enrichment plot: KEGG_LINOLEIC_ACID_METABOLISM
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Enrichment plot: KEGG_N_GLYCAN_BIOSYNTHESIS
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Enrichment plot:
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Enrichment plot: KEGG_PROTEIN_EXPORT
0.25 §

Enrichment plot:
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADA

Enrichment plot: KEGG_ABC_TRANSPORTERS

-~ -~
m 0.20 TION m 0.151 r\
= =
£ 0as| ? 5 N
2 Lois g 0.10 1
= 0.10] v > [
§ N g g 0!
£ 0.051 0.10 £ 0.05
3 N £ g N N
B 7} i~
z 0.00 e }
& \“J E o005 ‘ N\r\ £ 0.00
.05 | = \
=
| ’ ‘ ” - | ‘ ’
3 3 ‘ ‘ H m 3
= a_pos' (postively comelated) 2 = 8. 5os’ (ooskively comelated)
g 5,000 % a, yrrelate g 5,000
£ % 5.000 £
< & <
£ 0 Zero cross at 7188, o £ 0 Zero cross at 7188,
@O s 0 'Zero cross at 7183, @
£ g £
2 =1 2
= 5.000 5 4000 = 5.000
E na_neg’ (negatively corelated) R na_neg’ (negatively corelated) E na_neg’ (negatively corelated)
g 0 2.000 4.000 0.000 8.000 10.000 12.000 14.000 5 0 2.000 4.000 0.000 8.000 10.000 12,000 14,000 g 0 2.000 4.000 0.000 8.000 10.000 12,000 14,000
Rank in Ordered Dataset L Rank in Ordered Dataset Rank in Ordered Dataset
|7 Enrichment profile — Hits Ranking metric scoresl |7 Enrichment profile — Hits Ranking metric scoresl |7 Enrichment profile — Hits Ranking metric scoresl
Enrichment plot: KEGG_ECM_RECEPTOR_INTERACTION Enrichment plot: Enrichment plot:
0.15 { KEGG_HEDGEHOG_SIGNALING_PATHWAY KEGG_HEMATOPOIETIC_CELL_LINEAGE
-~
g N - o O
= 0104 ® 0.15 @ ;\
- W \N\‘M o % 0.10 f '\\\N
4 g
E > ns 8 0.10 ‘N‘ 8 0.05 |
g - ) W 3 "IN N
H 0.00 | s \\ \I & 000
2 g 0.0 N\ g W
2 £ £
£ -0.05 { -Fé. g 0os
s ; L
0.00 =
& & 0.10 { \‘\\‘\
z a-por Gty comaind § § MM W
g - s na_| e rrelate: s
3 e & 5000 & 5.000
< £ £
é g TSNy € o Zro croas at 7188 € o Zro croas at 7188
: £ £
Z -5.000 g g
-8 o = 5.000 = 5.000
b3 na_neg’ (negatively corelated) 8 na_neg’ (negatively corelated) 8 na_neg’ (negatively corelated)
g 0 2.000 4.000 0.000 8.000 10.000 12.000 14.000 é 0 2.000 4.000 0.000 8.000 10.000 12,000 14,000 é 0 2.000 4.000 0.000 8.000 10.000 12,000 14,000

Rank in Ordered Dataset

|7 Enrichment profile — Hits Ranking metric scores|

Rank in Ordered Dataset

|7 Enrichment profile — Hits Ranking metric scores|

Rank in Ordered Dataset

|7 Enrichment profile — Hits Ranking metric scores

Enrichment plot: KEGG_ETHER_LIPID_METABOLISM
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Enrichment plot: KEGG_NOTCH_SIGNALING_PATHWAY
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