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Figure S1. Additional most common somatic mutated genes in colorectal cancer. 
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Figure S2. TMB comparison between biallelic somatic inactivations patients and with those who are not biallelic inacti-

vated. 
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Figure S3. Single Base Substitution and InDels De novo mutational signatures. 
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Table S1. CRC Patients from CBioPortal with MSH3 truncating variants and no other MMR alterations showing microsat-

ellite instability. 

Table S2. Comparative studies showing clinical and molecular differences in published cohorts. 
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Table S3. Additional quality sequencing data from Table 2 variants. 
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Table S4. Insight database classification from somatic MMR variants in Table 2. 

Table S5. ACMG classification criteria from Table 2 somatic variants. 
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