(A)

normalized count

normalized count

BARD1

p=0.015

germline-mutated

FOXM1

non-mutated

p=0.016

germline-mutated

non-mutated

(B)

BRIP1

12

normalized count
10
1

8
1

p=0.00001

(E)

germline-mutated

AURKA

non-mutated

12
1

10

normalized count

p=0.003

——

germline-mutated

non-mutated

normalized count

XRCC2

p=0.045

(F)

normalized count

germline-mutated

NAT1

non-mutated

12
1

10
1

p=0.007

Cluster 1

Cluster 2




