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Table S1. Primers used for USP8, USP48 and BRAF hot spot amplification and Sanger sequencing. 

Primer Sequence 
USP8 1F 
USP8 1R 
USP8 2F 
USP8 2R 
USP8 3F 
USP8 3R 
USP48 1F 
USP48 1R 
USP48 2F 
USP48 2R 
BRAF 1F 
BRAF 1R 
BRAF 2F 
BRAF 2R 

 

TTTAGCAGAATACTTTGGAGTG 
GCTGGTATAGCCATCCACAG 
CTTGACCCAATCACTGGAAC 
TTACTGTTGGCTTCCTCTTCTC 
ATATGTACCCACCGGAAATG 

GTTCTAGGAGTTAAGATAAACATAC 
TCAGCAGAACCTTCTAAGTCTCA 

TGCCTGCTATAATCCTGGAAA 
GTGTTAATGTGTCTTGGGTG 
CACCAACATTCACCTTATGG 

CATAATGCTTGCTCTGATAGGA 
GGCCAAAAATTTAATCAGTGGA 

GATCTCTTACCTAAACTCTTC 
GTAACTCAGCAGCATCTCAG 

 

 

Figure S1: USP8 G664R variant identification by Sanger sequencing 
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Figure S2: RT-PCR and Western Blot analysis of EGFR expression and EGF-mediated increase of phospho-ERK1/2 in 
AtT-20 cells. 


