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Supplementary Materials:
Figure S1: Boxplot showing the methylation levels of the individual CpG sites that compose the 5-CpG methylation
signature, according to HPV status in INCA cohort.

Figure 52: Kaplan Meier plot showing the overall survival of OPSCC patients from our cohort according to Linel
methylation. Hypomethylated and hypermethylated cases were defined according to the median methylation of Linel

in all samples.

Figure S3: DNA methylation profile of TEs mapped to promoters in HPV-positive OPSCC. Heatmap showing the
unsupervised clustering of HPV-positive OPSCC according to the DNA methylation levels of promoter-associated

transposable elements. Two clusters were defined and are indicated in the Figure.

Figure S4: Analysis of the correlation between the DNA methylation levels of the transposable elements mapped to the
promoters of CCNL1 and ZNF541 and the mRNA expression of the associated genes in TCGA cohort.

Figure S5: Kaplan Meier plot showing the overall survival of OPSCC patients from TCGA cohort according to the
presence of CCNL1 amplification.
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