>
Y
@

p = 0.0859
(o)) E
2 2.0 _ _
A £ E
x < £
— - ° K]
= 15 g’
@ 5, 5°
> 1.0 & g
~ s § 1
s 0.5
m
’ 0 |‘UO Q‘UD 3‘00 A‘OU 446_:'00 S‘OU 7‘00 B‘DO S‘UO |‘UDD 00 00
Ctrl RKI P Size (nm)

o]

p = 0.8524

| v

SN

Concentration (particles / ml)
Concentration (particles / ml)

LMB EVs/mix 10 [T1
I}) (e)]

O - ® . 3:) asjo: ‘ou 00 00
Citrl RKIP En
p = 0.4062 I
! 1 p = 0.8920 Gm Mmp12 Col7
p<0.0001 p = 0.0004 | 1
4 g _ 3- p= 0.0092I Ip =0.0182 o= 0.0260 oo o= 0.0087
[
2 = vy 2001 g-00043 | 0507 m 81927 p = 0.0043
g T2 v - 0.251 0%6{
= g z 1.00{ m o13] - |
(0] 2 [ (] [S 0.50 E N 0.061m m N 2048 f AA
A > 3
5, 3 dde 24 200 m A o) ol P
(0]
o 1 o) S 0.25 % 0.021 2 12 A4
o e La 0.01] N 5129
0- 0- 0.13 " : 056
L ] > R N \ K N Q N
Untreated Ctrl RKIP Untreated Ctrl RKIP AR RIS R
L @ XQ. '\‘b R XQ‘ ,\‘b 2 &L \‘b
N N NX
EV treated EV treated & & &

Figure S10: Tumor RKIP expression does not alter EV secretion, but blocks pro-tumor pro-
gramming of macrophages by tumor EVs A) Mean +/- SEM of EV concentration in three inde-
pendent replicates of BM1 cells expressing either control (pCDH1, black) or RKIP (blue) vectors.
(B-C) Represenative nanosight graphs of EV concentrations and size in BM1 cell media after a
2,000 x g spin and 220 um filter for each cell type expressing either pCDH1 (B) or RKIP (C). D)
Mean +/- SEM of EV concentration in three independent replicates of LMB cells expressing either
control (pCDH1, black) or RKIP (blue) vectors. (E-F) Represenative nanosight graphs of EV con-
centrations and size in LMB cell media after a 2,000 x g spin and 220 um filter for each cell type
expressing either pPCDH1 (E) or RKIP (F). G) Relative invasion in BM1 cells treated with TEM con-
ditioned media. TEMs programed with either M-CSF alone (untreated, grey), BM1 vector control
EVs (Ctrl, red), or BM1+RKIP EVs (RKIP, blue). H) Relative invasion in LMB cells treated with
TEM conditioned media. TEMs programed with either M-CSF alone (untreated, grey), LMB vector
control EVs (Ctrl, red), or LMB+RKIP EVs (RKIP, blue). I) Relative mRNA values of Grn, Mmp12,
and Ccl7 normalized to Gapdh in TEMs programmed by tumor EVs, BM1 (light blue) or BM1+RKIP
(dark blue), or normal mammary cell line 184A1 EVs (green). P-values calculated between groups



