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Figure S4. UpSet plots illustrating quantitative intersection of the
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exclusive taxa for CB (a) and PD (b) patients. The numbers above the bars
show the number of common taxa between the groups of samples marked
below the bars. Empty (light-gray) circles indicate samples without detected

taxa, dark circles indicate samples with detected taxa and connecting bar



indicate multiple overlapping samples. CB: clinical benefit group; PD:

progression disease group.



