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Table S1. The MMR immunohistochemical status for each protein, methylation status for each CIMP
marker and mutation status of MMR genes stratified by CIMP status in MSI-H CRC.

Total Patients CIMP-0 CIMP-Low CIMP-high
n=92 n=25 n=44 n=23 p value
Loss of MMR Protein Expression 42 (45.7) 8 (32.0) 17 (38.6) 17 (73.9) 0.006
MSH?2 5 (5.4) 1 (4.0) 2 (4.5) 2(8.7) 0.482
MSH6 8(8.7) 3 (12.0) 0 5(21.7) 0.268
MLH1 26 (28.3) 3 (12.0) 10 (22.7) 13 (56.5) 0.002
PMS2 37 (40.2) 6 (24.0) 17 (38.6) 14 (60.9) 0.032
Methylation Status of CIMP
Marker
CACNAIG 36 (39.1) 0 13 (29.5) 23 (100) <0.001
CDKN2A (P16) 39 (42.4) 0 25 (56.8) 14 (60.9) <0.001
CRABP1 44 (47 8) 0 21 (47 4) 23 (100) <0.001
IGF2 30 (32.6) 0 13 (29.5) 17 (73.9) <0.001
MLH1 24 (26.1) 0 3(6.8) 21 (91.3) <0.001
NEUROGI1 17 (18.5) 0 4(9.1) 13 (56.5) <0.001
RUNX3 20 (87.0) 0 10 (22.7) 20 (87.0) <0.001
SOCS1 15 (16.3) 0 5(11.4) 10 (43.5) <0.001
MMR Mutation 64 (69.6) 16 (64.0) 31 (70.5) 17 (73.9) 0.745
MSH6 40 (43.5) 8(32.0) 19 (43.2) 13 (56.5) 0.231
MLH1 20 (21.7) 5 (20.0) 10 (22.7) 5(21.7) 0.966
MSH? 16 (17.4) 6 (24.0) 5 (11.4) 5(217) 0.337
PMS2 19 (20.7) 5 (20.0) 10 (22.7) 4(17.4) 0.873
EPCAM 6 (6.5) 2 (8.0) 3(6.8) 1 (4.3) 0.872

CIMP: 5'-C-phosphate-G-3' island methylator phenotype; MMR: mismatch repair; bold: statistically significant.
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