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Figure S1. Peptide mass fingerprint of CdtVEGF digested with trypsin.
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Figure S2. Sequence coverage of CdtVEGF determined by peptide mass fingerprint. Black and gray
bar: matching peptides.
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Figure S3. Mass spectra of matching peptides. The ion fragmentations were analyzed by
PeaksStudioX software indicating y ions (blue) and b ions (red).

Table S1. Percentage of recovery from fractions obtained with PEGylation.

Sample Purification step Recovery (%)*
Fraction 2 Reversed-phase — C4 4.85
Fraction 3 Reversed-phase — C4 4.06
Fraction 4 (PEG-CdtVEGEF) Reversed-phase — C4 76.32

* Recovery percentage calculated using Unicorn 5.2 software (GE Healthcare) according to the

ratio between the area under the absorbance curve at 280 nm of each corresponding fraction and
the sum of the areas of all fractions eluted.



