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Figure S1. DEGs in ribosome pathway in A. flavus between 0/5 h. Square represents different proteins, red

represents up-regulated DEGs and green represents down-regulated DEGs.
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Figure S2. DEGs in alpha-Linolenic acid metabolism pathway in A. flavus between 5/10 h. Square represents
different proteins, green represents down-regulated DEGs.
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Figure S3. DEGs in aflatoxin biosynthesis pathway in A. flavus between 5/10 h. Square represents different
proteins, red represents up-regulated DEGs and green represents down-regulated DEGs.



