Supplementary Materials: Proteomic Analysis of the Predatory

Venom of Conus striatus Reveals Novel and
Population-Specific kA-Conotoxin SIVC
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Figure S1. MSMS (CID) spectra of the 3+ peptide from the fractions 20 (m/z 1332, top) and 21 (m/z
1346, bottom) of the Conus striatus crude venom to determine the glycosylation composition.
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Figure S2. zoom on the 3+ ions in the MS spectra of A) fraction 20, B) reduced fraction 20, C) fraction
21 and D) reduced fraction 21.
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Figure S3. MSMS (CID) spectra of the 3+ reduced peptides from the fractions 20 (m/z 1334, top) and
21 (m/z 1348, bottom) of the Conus striatus crude venom. The b ions are in blue and the y ions in
red. Some b and y ions are not highlighted due to their low intensity.
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Figure S4. mass spectra of the fractions 20 (top) and 21 (bottom) of the Conus striatus crude venom
digested 7 h by a-chymotrypsin.
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Figure S5. MSMS (CID) spectra of the 2+ reduced peptide (m/z 733.3) from the digestion by a-chy-
motrypsin of fractions 20/21 of Conus striatus crude venom. The b ions are in blue and the y ions in
red. Some b and y ions are not highlighted due to their low intensity.
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Figure S6. MSMS (ETD) spectra of the 3+ reduced peptides of fractions 20 (m/z 852, top) and 21 (m/z
866, bottom) digested by a-chymotrypsin. The c ions are in blue and the z ions in red. Some c and z
ions are not highlighted due to their low intensity.



Table S1. m/z of the peptide ions and the different sugars losses for the fractions 20 and 21 from

Mayotte. The shaded values are the observed ions in the MSMS spectra (Figure S1).

F20 F21
[M+H+]* [M+2H+]?+ [M+3H+]3+ [M+H+]* [M+2H+]2+ [M+3H+]3+
Peptide 3994.6 1997.8 13322 4036.6 2018.8 13462
- Hex 3832.6 1916.8 12782 3874.6 19378 129222
-2 Hex 3670.5 18358 12242 37125 1856.8 12382
-3 Hex 3508.5 1754.7 11702 3550.5 1775.7 11842
- 4 Hex 3346.4 1673.7 1116.1 3388.4 1694.7 1130.1
-4 Hex
e Ac 31433 15722 1048 4 3185.3 15932 1062.4
-4 Hex 29402 1470.6 980.7 29822 1491.6 994.7
-2 HexNAc : : : : : :
- Hex 3629.5 18152 12105 36715 1836.2 12245
- HexNAc ) ’ ’ ) ’ ’
-2 Hex 3467.4 17342 1156.5 3509.4 17552 11705
- HexNAc : : : : : :
- 3 Hex
3305.4 16532 11025 3347.4 16742 11165

- HexNAc




