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Figure 1. Electrophoresis gel photos of mcyC (674 bp), mcyD (647 bp), mcyE (755 bp) and mcyG (425 bp) biosynthesis genes amplifications.
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Figure 2. Electrophoresis gel photos of cyrB (650 bp) and cyrC (597 bp) biosynthesis genes amplifications.


[image: ][image: ]sxtA
sxtG

[image: ][image: ][image: ]sxtH
sxtI
sxtH
sxtI

Figure 3. Electrophoresis gel photos of sxtA (602 bp), sxtG (893 bp), sxtH (812 bp) and sxtI (910 bp) biosynthesis genes amplifications.
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[bookmark: _Hlk66976959]Figure 4. Total Ion Chromatograms and spectra of a STX standard solution (A) and sample Aphanizomenon gracile BACA0041 (B).
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Figure 5. Total Ion Chromatograms and spectra of a CYN standard solution (A), sample BACA0025 (B) and sample BACA0031 (C).
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Figure 6. Total Ion Chromatograms and spectra of a MC-LR standard solution (A) and sample Microcystis aeruginosa BACA0148 (B).
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