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Figure S1. Agr-type vs. virulence gene count.

Table S1. Spa-types detected among the 3180 S. aureus isolates.

Number of spa-Types Spa-Type Frequency Percent Valid Percent Cumulative Percent
n.t. 6 0.2 0.2 0.2
1 t002 85 2.7 2.7 29
2 t003 21 0.7 0.7 3.5
3 t004 13 0.4 0.4 3.9
4 t005 29 0.9 0.9 4.8
5 t006 12 0.4 0.4 5.2
6 t008 117 3.7 3.7 8.9
7 t009 8 0.3 0.3 9.2
8 t010 2 0.1 0.1 9.2
9 t011 11 0.3 0.3 9.6
10 t012 149 4.7 4.7 14.2
11 t015 100 3.1 3.1 17.4
12 t017 15 0.5 0.5 17.9
13 t018 41 1.3 1.3 19.2
14 t019 21 0.7 0.7 19.8
15 t021 48 1.5 1.5 21.3
16 t022 13 0.4 0.4 21.7
17 t024 26 0.8 0.8 22.5
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Table S2. Most prevalent spa-types among the 3180 isolates.

Spa-Type Number of Isolates Prevalence
t084 182 7.2%
t012 111 4.4%
t091 110 4.3%
t008 91 3.6%
t015 83 3.3%
t002 63 2.5%

Table S3. IgG levels against S. aureus antigens in patients vs. healthy controls and estimated effect on

FEV1%.
Antigen Mean IgG Level All Mean IgG Level p Value Estimated Effecton p Value
Patients (+ SE) = Controls (+ SE) 2 b.c FEV1% d <
CHIPS 11492 (+220) 11019 (+349) 0.104 -0.00073 0.0185
CIfA 5168 (+237) 4302 (+436) 0.081 0.000514 0.1104
CIfB 4587 (+222) 4092 (+338) 0.3809 0.002079 <0.0001
ETA 3999 (+447) 2043 (+424) 0.1180 -0.00061 0.0033
ETB 613 (£113) 320 (+94) 0.0032 -0.00700 <0.0001
FnbpA 2922 (+201) 2534 (+300) 0.6167 0.000222 0.6310
FnbpB 967 (£79) 1327 (£215) 0.1306 -0.00199 0.1150
HigB 13621 (+174) 9878 (+407) <0.0001 -0.00109 0.0088
LukF 4079 (+133) 2718 (+243) <0.0001 -0.00305 <0.0001
LukS 14097 (+133) 7134 (+524) <0.0001 -0.00169 <0.0001
SasG 569 (+70) 636 (£132) 0.1847 0.001484 0.1590
SdrD 1084 (+80) 694 (£76) 0.0507 -0.00145 0.1950
SdrE 3139 (+201) 1992 (£221) 0.0253 -0.00179 <0.0001
SEA 3835 (£320) 3613 (+425) 0.2544 -0.00007 0.7599
SEC 7390 (+441) 8714 (+809) 0.1350 0.000269 0.1366
SED 1106 (+118) 1292 (+268) 0.0498 0.001490 0.0377
SEE 1333 (+183) 879 (£136) 0.8113 -0.00057 0.2779
SEG 2047 (+184) 1225 (+270) 0.0544 -0.00108 0.0264
SEH 2290 (+291) 2174 (+359) 0.0113 -0.00047 0.0986
TSST1 7981 (+487) 9076 (+646) 0.499 0.000148 0.3554

a Significant difference of results between 182 patients and 53 healthy controls;  p values of difference

between patient and controls groups (Mann-Whitney U test); cadjusted p-values (Bonferroni correction); and

4IgG levels are modelled as continuous factors. Estimated effects are therefore interpreted as mean change
in FEV1% predicted.
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Virulence Primer Sequence (5'-3) Reference
Gene
chp chp forward TTTACTTTTGAACCGTTTCCTAC [1]
chp reverse CGTCCTGAATTCTTAGTATGCATATTCATTAG
clfA clfA forward ATGGGACAACGAAGTAGCA [2]
clfA reverse GCTTCATCTTCAGAACCTG
clf B clfB forward GTTATGGTGGTGGAAGTGCTG [2]
clfB reverse CGCTCTTATCTCCTGTTTCTGG
fnb A fnbAB forward TAGGAACTGAAAATGGTCAC [2]
fnbA reverse GAAGCAATCAGAAAACACTC
fnb B fnbAB forward TAGGAACTGAAAATGGTCAC [2]
fnbB reverse GAGTATGTAATTATTTCTTGG
sdr C sdrC forward ACGACTATTAAACCAAGAAC [3]
sdrC reverse GTACTTGAAATAAGCGGTTG
sdr D sdrD forward GGAAATAAAGTTGAAGTTTC [3]
sdrD reverse ACTTTGTCATCAACTGTAAT
sdr E sdrE forward CAGTAAATGTGTCAAAAGA [3]
sdrE reverse TTGACTACCAGCTATATC
cna cna forward AGTGGTTACTAATACTG [3]
cha reverse CAGGATAGATTGGTTTA
cap cap5 forward GAAAGTGAACGATTAGTAGAA [4]
cap5 reverse GTACGAAGCGTTTTGATAGTIT
cap8 forward GTGGGATTTTTGTAGCTTTT
cap8 reverse CGCCTCGCTATATGAACTAT
sas G sasG forward GGGAACTCAACAAGAGGCAG [5]
sasG reverse CAGAACGAGCTTTTCTAACC
sas H sasH forward GTGTAATGGGATTATGGCAAG [5]
sasH reverse CGTITGCTGTGTGAGTTGG
sea sea-3 forward CCTTTGGAAACGGTTAAAACG [6]
sea-4 reverse TCTGAACCTTCCCATCAAAAAC
seb seb-1 forward TCGCATCAAACTGACAAACG [6]
seb-4 reverse GCAGGTACTCTATAAGTGCCTGC
sec sec-3 forward CTCAAGAACTAGACATAAAAGCTAGG [6]
sec-4 reverse TCAAAATCGGATTAACATTATCC
sed sed-3 forward CTAGTTTGGTAATATCTCCTTTAAACG [6]
sed-4 reverse TTAATGCTATATCTTATAGGGTAAACATC
see see-2 forward TAACTTACCGTGGACCCTTC [6]
see-3 reverse CAGTACCTATAGATAAAGTTAAAACAAGC
eta eta-3 forward CTAGTGCATTTGTTATTCAAGACG [6]
eta-4 reverse TGCATTGACACCATAGTACTTATTC
etb etb-3 forward ACGGCTATATACATTCAATTCAATG [6]
etb-4 reverse AAAGTTATTCATTTAATGCACTGTCTC
tst tst-3 foward AAGCCCTTTGTTGCTTGCG [6]
tst-6 reverse ATCGAACTTTGGCCCATACTTT
seg seg-1 forward AATGCTCAACCCGATCCTA [7]

seg-4 reverse

CITCCITCAACAGGTGGAGAC
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seh seh-1 forward TTAGAAATCAAGGTGATAGTGGC [7]
seh-2 reverse TTTTGAATACCATCTACCCAAAC
sei sei-1 forward GCCACTTTATCAGGACAATACTT [7]
sei-2 reverse AAAACTTACAGGCAGTCCATCTC
sej sej-1 forward CTCCCTGACGTTAACACTACTAATAA [7]
sej-2 reverse TTGTCTGGATATTGACCTATAACATT
agr agrSA-KON1 ATGCACATGGTGCACATGC [8]
forward
agrSA1-2 reverse GTCACAAGTACTATAAGCTGCGAT
agrSA2-2 reverse TATTACTAATTGAAAAGTGCCATAGC
agrSA3-2 reverse GTAATGTAATAGCTTGTATAATAATACCCAG
agrSA4-2 reverse CGATAATGCCGTAATACCCG
pol pvl-1 forward ATCATTAGGTAAAATGTCTGGACATGATCCA [9]
pvl-2 reverse GCATCAASTGTATTGGATAGCAAAAGC
hlg hlg-1 forward GCCAATCCGTITATTAGAAAATGC [9]
hlg-2 reverse CCATAGAAGTAGCAACGGAT
eap eap-CON1 forward TACTAACGAAGCATCTGCC [10]
eap-CON2 reverse TTAAATCGATATCACTAATACCTC
emp emp-1 forward AATAATCGCGTGAATGTAG [11]
emp-2 reverse CGTAGTAATGAAGTGGTGGT
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