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Supplementary Table

Table S1. List of commensal bacteria (species). All individual gut microbes shown in the pie

Figure 6D are arranged in order of their frequency here.
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Alistives putredinis

Hunaatella xvlanolvtica

Muribaculum intestinale

Kineothrix alvsoides

Alistipes seneqalensis

Flintibacter butvricus

Lacrimisoora saccharolvtica

Mucispirillum schaedleri

Christensenella massiliensis

Duncaniella freteri

Lacrimispora aerotolerans

Phocaeicola massiliensis

Oscillibacter ruminantium

Christensenella honakonaensis

Liailactobacillus anodemi

Clostridium cellulovorans

Acetivibrio thermocellus

Vamoirovibrio chlorellavorus

Acetatifactor muris

Butvricimonas phoceensis

Intestinimonas butvriciproducens
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Alistipes onderdonkif

Parabacteroides aoldsteinii

Lawsonibacter asaccharolvticus

Oscillibacter valericiaenes

[Clostridium] populeti

Enterocloster aldenensis

Petrocella atlantisensis

Parabacteroides merdae

Gracilibacter thermotolerans

Vallitalea pronvensis

Parabacteroides distasonis

Anaeroplasma abactoclasticum

Phocea massiliensis

Anaerotianum propionicum

[Clostridium] viride

[Clostridium] polvsaccharolvticum

Eisenberaiella massiliensis

Bacteroides nordii

Desulfovibrio desulfuricans

Maaeeibacillus indolicus

Anaerotaenia torta
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Nealecta timonensis

Ruminiclostridium cellulolvticum

Anaerosporobacter mobilis

Anaerostipes butvraticus

Anaerotruncus rubiinfantis

Hvdroagenoanaerobacterium saccharovorans

Butvricimonas faecihominis

Roseburia faecis

Parasutterella excrementihominis

Acetivibrio straminisolvens

[Bacteroides| pectinophilus

Alkalibacter saccharofermentans

Enterocloster asparaaiformis

Lactobacillus iohnsonii

Lachnoclostridium pacaense

Desulfitobacterium hafniense

[Eubacterium] siraeum

Caecibacterium sporoformans

Eubacterium xvlanoohilum

ETC (<0.01%)

chart in



Table S2. List of specific primer sets used for Real-Time PCR in this study.

Target Gene Forward Sequence Reverse Sequence

GAPDH CAATGACCCCITCATIGACC GACAAGCITCCCGITCICAG
Occludin CCICCAATGGCAAAGIGAAT CICCCCACCIGICGIGTAGT
E-cadherin CACCTGGAGAGAGGCCATGT TGGGAAACATGAGCAGCICT
Claudin-2 TATGTTGGIGCCAGCATTGT TCATGCCCACCACAGAGATA
Z0-1 CCACCICIGICCAGCICITC CACCGGAGIGATGGITITCT




