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Figure S1. Differences in the relative abundance of infant gut microbiota among different
periods and subgroups. (0d, n=6; 30d, n =19; BF, n=9; MF, n=10) (A) Differences in the
relative abundance of infant gut microbiota at 0 d and 30 days at the phylum level; (B)
Differences in the relative abundance of infant gut microbiota at 0 day and 30 days at the
genus level; (C) Differences in the relative abundance of infant gut microbiota at the phylum
level on 30 days; (D) Differences in the relative abundance of infant gut microbiota at the
genus level on 30days. * p<0.05, ** p<0.01
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Figure S2. The concentrations of SCFAs on 30 days between BF and MF. (BF, n=9; MF, n =
10).



