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Figure S1. Collection sites of papaya and their wild relatives namely, Carica papaya Va. Arka prabhath;
Vasconcellea cauliflora; Vasconcellea cundinamarcensis; and Vasconcellea goudotiana from Southern India.
The map of India in this figure is a copyright product of 3 Biotech, Springer.

BBmap
reformat.sh

Microbiome
Analyst

Preprocessing
Reads

+
Clean Reads
'
Merged the
Reads
'

Convert to
Fasta

+

Silvangs

Functional
Annotation
(Taxafun)

‘ 16S lllumina
Reads

nf-corel
Ampliseq FastQC —>  MultiQC
Remove CutA
Primers e
Denoised/
Clustered DADAZ
Reads
Feature Table Rﬂpszewse:nli:ve
Bigm Taxonomy
Classification
Functional Al ':"9’5“)' i ’ |
Anahvas Taxonomy Bar Plot
Taxonomy
e Phyloseq Ampvis2

PIPTIS
Pipeline

+

Pispino
createread
pairslist

+

Pispino
seqprep

+

Pipits funits

+

Pipits process

Alpha Diversity
Phyloseq Heatmap

Taxonomy bar plot

Figure S2. Pipelines of next generation sequencing for (A) 16S rRNA amplicons from endophytic
bacteria and (B) ITS amplicons from endophytic fungi.
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Functional KEGG Orthology (KO) genes top 10

. ABCB-BAC; ATP-binding cassette, subfamily B, bacterial

. fabG, OAR1; 3-oxoacyl-[acyl-carrier protein] reductase [EC:1.1.1.100]

. fhaB; filamentous hemagglutinin

. infB, MTIF2; translation initiation factor IF-2

:! K07497; putative transposase

- mcp; methyl-accepting chemotaxis protein

. pdtaS; two-component system, sensor histidine kinase PdtaS [EC:2.7.13.3]
rne; ribonuclease E [EC:3.1.26.12]
TC.FEV.OM; iron complex outermembrane recepter protein

=

TC.HAE1; hydrophobic/amphiphilic exporter-1 (mainly G- bacteria), HAE1 family

Figure S3. Top 10 functional orthologues genes across the samples. The sample species are
represented as 1. Carica papaya (C.pa); 2. Vasconcellea cauliflora (V.ca); 3. Vasconcellea cundinamarcensis

(V.cu); and 4. Vasconcellea goudotiana (V.go).

Table S1. Primers used in this study for the PCR amplifications of bacterial 16S rRNA and the fungal
ITS sequences from the DNA extracts of the seed pulps.

Primer Name.

Primer Sequence (5'-3")

165 rRNA F
165 rRNA R
ITS-F
ITS-R

GCCTACGGGNGGCWGCAG
ACTACHVGGGTATCTAATCC
GCATCGATGAAGAACGCAGC
TCCTCCGCTTATTGATATGC




