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Figure S1. The chemical synthesis of RR-BA conjugate by using RR peptide and bile acid
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Figure S2. Size distribution analysis by dynamic light scattering (DLS). RR-BA were
dispersed in normal saline (0.9% NaCl) thoroughly via sonication and vortexing, and RR-BA
was measured at 1 mg/mL.

S-3



4 mg/mL 2 mg/mL

+30.12£ 042 mV 8- +25.73 £3.38 mV

Total counts (x105 keps)
T
Total counts (x’IO5 kcps)

0 T I I T T I
-200 0 200 -200 0 200
Zeta potential (mV) Zeta potential (mV)

O
m

7] 0.5 mg/mL ] 0.25 mg/mL

+15.36 £ 1.24 mV 6 +14.03 +1.94 mV

Total counts (x105 kcps)
T

Total counts (x105 kcps)
S
|

0 T T I | I T
-200 0 200 -200 0 200
Zeta potential (mV) Zeta potential (mV)

Zeta potential (mV)

8 1 mg/mL

g +24.31+£0.78 mV

w6+

o

x

0 47

I=

]

8 21

=

|9 0 T T T
-200 0 200

Zeta potential (mV)

40~
30
20

10+

0 I T T T T
4 2 1 05 025

Concentration (mg/mL)

Figure S3. Determining the zeta potential of RR-BA. RR-BA is diluted in normal saline (0.9%
NaCl) as in (A) 4 mg/mL, (B) 2 mg/mL, (C) 1 mg/mL, (D) 0.5 mg/mL and (E) 0.25 mg/mL
final concentration. (F) Zeta potential value of various concentrations of RR-BA.
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Figure S4. In silico docking position of RR-BA at cathepsin B binding site
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Figure S5. Molecular interaction analysis of RR peptide

cathepsin B
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