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1H NMR for 2e 
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1H NMR for 2f 
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1H NMR for 2g 

 

13C NMR for 2g 

 

 



7 
 

1H NMR for 2h 
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1H NMR for 2i 
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1H NMR for 7a 

 

13C NMR for 7a 
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1H NMR for 7b 

 

13C NMR for 7b 
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1H NMR for 7c 

 

13C NMR for 7c 
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1H NMR for 7d 
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1H NMR for 7e 
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1H NMR for 7g 
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1H NMR for 7h 
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1H NMR for 7i 
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1H NMR for 7j 
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Mass spectra compound 2c 

 

Mass spectra compound 2d 
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Mass spectra compound 2e 

 

Mass spectra compound 2f 

 

 

 

 

 

 

345.1367

2e.d: +MS, 0.2-0.5min #9-30

0

1

2

3

4

5

6

6x10

Intens.

100 200 300 400 500 600 m/z

389.0857

622.0289

2f.d: +MS, 0.4-0.9min #45-102

0.0

0.5

1.0

1.5

2.0

2.5

5x10

Intens.

100 200 300 400 500 600 m/z



20 
 

Mass spectra compound 2g 

 

Mass spectra compound 2h 
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Mass spectra compound 2i 

 

Mass spectra compound 7a 
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Mass spectra compound 7b 

 

Mass spectra compound 7c 
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Mass spectra compound 7d 

 

 

Mass spectra compound 7e 

 

 

 

 

 

102.1277

253.1103

322.0483

443.0920

622.0286

659.2182

4d.d: +MS, 0.5-1.1min #63-134

0

1

2

3

4

5

4x10

Intens.

100 200 300 400 500 600 m/z

118.0862 338.3422

423.1470

622.0288

4e.d: +MS, 0.5-0.7min #54-83

0.00

0.25

0.50

0.75

1.00

1.25

1.50
5x10

Intens.

100 200 300 400 500 600 m/z



24 
 

Mass spectra compound 7f 

 

Mass spectra compound 7g 
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Mass spectra compound 7h 

 

Mass spectra compound 7i 
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Mass spectra compound 7j 
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Table S1.  Effect of amino naphthoquinone derivatives upon culture growth of T. cruzi 

epimastigote forms expressed as % growth inhibition at 10 M. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

 

 

 

 

 

Compound %GI Epi  INC-5 %GI Epi NINOA 

2a 72±0.01 65±0.07 

2b 95±0.02 88±0.06 

2c 100±0.08 100±0.09 

2d 93±0.01 100±0.5 

2e 84±0.07 100±0.03 

2f 95±0.05 100±0.09 

2g 64±0.0.8 68±0.08 

2h 100±0.02 100±0.08 

2i 89±0.03 92±0.04 

4a 100±0.03 100±0.09 

4b 98±0.08 96±0.04 

4c 100±0.09 96±0.03 

4d 100±0.1 100±0.07 

4e 96±0.06 86±0.05 

4f 100±0.07 100±0.07 

4g 90±0.05 100±0.08 

4h 87±0.03 98±0.03 

4i 78±0.03 90±0.07 

4j 100±0.05 98±0.06 

Bnz 50±0.36 99±0.02 
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Table S2. Protein-ligand interaction profiles for naphthoquinones and controls. 
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2b 1 4 0 2 7 2 0 5 2 1 0 3 0 0 5 1 6 6 4 0 2 0 1 2 0 2 1 0 5 2 1 0 0 1 

2a 0 0 0 2 11 0 0 10 1 5 0 6 0 0 7 0 9 9 6 0 6 0 0 0 0 0 0 0 2 1 0 0 0 0 

2c 0 4 0 1 7 1 0 6 2 2 0 5 0 0 5 1 6 7 6 0 4 0 1 0 0 0 1 0 3 0 0 0 0 1 

2e 1 2 0 1 4 0 0 1 1 5 1 5 0 0 6 1 5 8 3 0 2 0 8 8 0 0 1 0 2 2 0 0 0 0 

2d 0 2 0 2 8 0 0 5 2 4 2 6 1 0 6 2 9 10 5 0 0 0 3 4 0 1 0 0 0 2 0 1 0 1 

2f 1 0 0 2 5 0 1 1 2 3 2 4 0 0 3 1 9 4 2 0 1 0 3 8 0 1 0 0 2 4 0 1 0 0 

2h 2 1 0 1 5 0 0 2 1 2 0 6 0 0 5 1 5 8 5 0 6 0 1 3 0 1 0 0 4 3 0 0 0 1 

2g 1 4 0 0 1 0 0 0 0 2 0 2 0 0 3 0 5 0 5 0 0 0 4 3 1 1 0 0 2 4 0 0 0 0 

2i 1 2 0 0 5 0 0 1 0 2 0 1 0 0 3 1 5 4 4 0 5 0 2 3 0 1 0 0 4 4 0 0 0 0 

7i 3 4 0 0 2 0 0 0 0 7 0 12 0 0 4 0 7 2 3 0 6 0 4 5 0 0 1 1 7 6 0 1 0 1 

7g 3 0 0 0 5 0 0 3 1 1 0 6 0 1 6 3 4 9 2 0 4 0 6 3 0 1 0 0 4 3 0 1 0 0 

7a 1 1 0 2 4 0 0 2 0 1 1 10 0 0 3 2 9 5 2 0 5 0 3 3 0 0 0 0 4 4 0 1 0 0 

7e 4 0 0 1 5 0 0 2 0 0 0 7 0 0 5 2 8 6 5 2 5 0 8 8 0 1 0 0 8 3 0 3 0 3 

7f 3 3 0 0 0 0 0 0 0 4 0 8 0 0 1 0 5 0 6 0 6 0 2 3 0 0 0 0 7 7 0 0 0 1 

7h 1 2 0 2 5 0 0 2 0 1 2 9 0 0 5 1 9 6 6 0 7 0 5 3 1 2 0 0 3 4 0 1 0 0 

7b 3 2 0 0 2 0 0 0 0 4 0 11 0 0 6 0 11 3 2 0 7 0 4 6 0 0 0 0 11 3 0 1 0 0 

7c 3 0 0 0 4 0 0 2 0 1 0 5 0 1 4 2 8 7 4 0 4 0 6 5 0 1 0 0 5 2 0 1 0 0 

7d 3 3 0 0 2 0 0 0 0 3 0 8 0 0 8 0 12 3 2 0 3 0 3 4 0 1 0 0 8 4 0 3 0 1 

7j 2 6 0 5 4 0 0 0 0 1 2 8 0 0 6 3 8 6 5 0 10 0 7 5 0 0 0 0 4 4 0 1 0 3 

TS2 2 X 2 8 X 5 0 X 7 X 3 X 0 X 1 X 2 X 0 0 X 1 6 X 1 X 0 X 5 X 1 X 0 0 

NQ-h 2 2 0 3 7 1 1 5 0 2 2 5 0 0 7 2 9 8 1 0 4 0 3 2 0 1 0 0 3 0 0 1 0 1 

NQ-g 0 0 0 3 7 1 1 5 0 3 1 6 0 0 7 0 12 7 3 0 2 0 7 6 0 2 0 0 1 2 0 2 0 0 

NQ-d 5 3 0 1 4 0 1 2 0 2 1 3 0 0 4 1 4 4 2 0 2 0 6 8 0 1 0 0 6 3 0 0 0 2 
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Table S2. Protein-ligand interaction profiles for naphthoquinones and controls (continued). 
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2a 5 0 3 2 1 0 0 0 16 5 5 7 0 0 1 2 0 0 0 0 

2c 3 1 4 3 2 2 0 0 13 6 7 6 0 0 0 0 0 0 0 2 

2e 1 1 2 3 1 3 0 0 7 3 3 7 0 0 0 3 1 0 0 1 

2d 1 2 3 3 0 2 0 0 4 3 3 4 0 0 0 4 0 0 0 1 

2f 2 1 1 1 1 2 0 0 11 2 4 3 0 0 0 2 0 0 0 0 

2h 3 1 3 2 0 0 0 0 11 0 3 4 0 0 0 1 0 0 2 0 

2g 3 0 3 4 1 2 0 1 10 0 2 1 0 0 0 4 0 0 0 2 

2i 1 1 2 1 1 1 0 1 11 0 3 6 0 0 0 0 0 0 0 0 

7i 2 0 0 2 1 3 2 0 10 0 0 3 0 0 0 3 0 0 0 3 

7g 3 3 1 4 0 0 0 0 11 1 1 2 0 0 1 7 0 0 1 0 

7a 3 2 1 2 0 2 0 1 4 1 3 2 0 0 0 3 0 0 0 0 

7e 2 2 4 2 0 1 0 0 8 0 2 1 0 0 0 7 0 0 1 0 
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TS2 4 X 9 X 0 X 8 X 12 X 1 X 1 2 2 X 0 X 1 X 
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NQ-d 0 1 4 2 4 4 0 0 4 0 1 0 0 0 0 1 2 0 2 1 


