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Figure S1. Selected reaction chromatograms for acetaminophen obtained from an acetaminophen
standard (A) 200 uM and an incubation study in human liver microsomes (B) 0 uM obtusifolin; (C) 0.5
puM obtusifolin.



Figure S2. Molecular docking pose of a-naphthoflavone in CYP1A2.



Emodin

ICs0 0.79 + 0.26
AutoDock VINA score: -11.38246
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Figure S3. Molecular docking pose of emodin in CYP1A2.



Chrysophanol

ICs0 1.99 + 0.23
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Figure S4. Molecular docking pose of chrysophanol in CYP1A2.



Rubrofusarin

ICs06.33 + 1.38
AutoDock VINA score: -7.56817
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Figure S5. Molecular docking pose of rubrofusarin in CYP1A2.
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Physcion

ICs02.16 + 0.48
AutoDock VINA score: -8.34472
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Figure S6. Molecular docking pose of physcion in CYP1A2.



