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Figure S1. The maximum-likelihood (ML) tree based on 16S rRNA gene sequence analysis show-
ing phylogenetic relationships of strain MAHUQ-56 and the related type strains. Values less than 
50% were not shown. Scale bar, 0.05 substitutions per nucleotide position. 

 
Figure S2. Particles size distribution of biosynthesized AgNPs according to intensity (A), number (B) and volume (C). 

  



 

Table S1. dDDH and ANI values between proposed novel strain MAHUQ-56T and the closest type strains. 

Table S2. dDDH and ANI values between proposed novel strain MAHUQ-56T and the closest type strains. 

 


