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Table S1. Pharmacokinetic parameters based on CYP2D6 phenotype.

AUC0-0o/DW Cmax/DW tmax SD t1/2 SD Vd/Fw SD ClI/Fw SD
CYP2D6 Phenotype n (kg ng h/mL mg) (kg ng/mL mg) (h) (h) (L/kg) (L/h kg)

UM 5 570.24 239.69 224.9 143.35 1.7 1.88 4.85 0.54 14.28 6.82 2.08 1.02
NM 13 716.72 448.37 192.73 86.27 099 043 477 1.11 12.82 8.03 1.93 1.14
M 28 818.73 366.5 207.04 86.58 149 096 508 1.29 10.59 4.55 1.59 0.97
PM 3 496.15 238.28 150.56 61.11 078 025 513 0.71 18.55 11.87 2.47 1.36
Total 49 746.56 378.69 201.61 90.57 134 097 498 1.14 12.05 6.49 1.78 1.04

UM: ultrarapid metabolizer; NM: normal metabolizer; IM: intermediate metabolizer; PM: poor

metabolizer.

Table S2. Pharmacokinetic parameters based on genotypes and phenotypes without statistically
significant associations.

AUCo-/DW Cmax/DW tmax t12 (h) Va/Fw (L/kg) Cl/Fw
(kg*ng*h/mL mg)  (kg*ng/mL mg) (h) (h) L/kg (L/h*kg)
Genotype or phenotype N  Mean SD Mean SD Mean SD Mean SD Mean SD Mean SD
CC 19 72234 36038 19560 8462 121 108 511 081 1311 759 181 1.01
ABCBI1 rs1128503 (C1236T) CT 20 77122 42679 20228 9615 140 0.83 505 141 1118 362 175 1.05

TT 10 743.29 34347 211.68  98.60 144 109 460 113 1177 8.80 178 1.20

CC 18 64945 30093 18296  80.42 122 109 500 086 1379 748 193 097

ABCBI1 rs1128503 (C3435T) CT 22 869.78 44626 21838 9491 150 099 506 135 1007 368 157 1.04
1T 9 639.59 26345 19793 10130 118 065 474 119 1338 886 198 1.19

GG 14 830.75 39544 215.02 70.53 138 128 511 086 1076 514 152 0.80

GA 19  795.14 43736 206.88 10119 147 092 488 146 1069 395 173 1.08

ABCBI1 rs2032582 (G2677T/A) GT 8 597.98 260.63 16149  86.63 111 083 523 065 1601 930 211 115
AA 7 635.39 290.63 212,06 111.00 112 070 470 133 1378 9.88 2.07 1.34

AT 1 611.86 0.00 161.42 0.00 1.50 000 497 0.00 1189 000 1.65 0.00

GG 35  686.31 309.95 197.55  85.00 123 081 486 113 1237 653 188 1.08

ABCC2 rs2273697 GA 13 854.30 486.26 204.89 107.06 1.62 134 504 078 1146 6.77 1.60 0.94
AA 1 1455.04 0.00 300.92 0.00 134 000 842 0.00 844 000 0.69 0.00

GG 26 711.44 31725 199.00 98.68 143 113 494 083 1243 6.62 179 0.98

COMT rs4680 GA 12 798.67 413.23 21380 76.35 120 055 507 154 1142 750 1.69 1.12
AA 11 77274 491.61 19447 91.46 128 099 496 139 1183 543 186 1.20

*1/%1 7 816.67 358.84 197.68  83.48 112 085 532 106 1144 6.10 155 0.92

CYP1A2*1B rs2470890 *1/1B 22 760.98 463.01 206.62 11093 154 125 473 1.01 1283 877 195 131
*1B/1B 20  706.17 284.45 19748  69.79 120 059 514 130 1140 287 167 0.71

*1/%1 27  745.07 43737 195.08 99.26 147 111 494 103 1323 818 194 1.24

CYP1A2*1C rs2069514 *1/#1C 16  755.39 267.94 22335 79.44 113 088 484 111 992 277 150 0.53
*1IC*1C 6 729.76 40746 173.02  76.56 128 023 551 172 1240 333 182 1.08

*1/*1 25 73744 34797 189.63  86.32 128 105 523 114 1269 684 177 1.00

CYP1A2*1F rs762551 *1/*1F 22 753.04 430.54 21640 9897 137 094 461 110 1140 643 183 114
*1E1F 2 789.45 279.71  188.62  22.29 175 035 582 073 1123 277 139 0.3

*1/*1 39 769.66 406.13  207.07  95.29 137 103 497 122 1196 686 179 111

CYP2A6*9 rs28399433 *1/%9 6 718.89 253.92  158.63  33.85 146 083 509 092 11.07 338 156 0.57
*9/*9 4 562.94 210.69 21287 10039 0.81 0.14 489 075 1435 697 205 0.98

UM 1 987.23 0.00 204.39 0.00 150 000 634 000 927 000 1.01 0.00

RM 11 663.42 267.97 20030  65.50 115 056 506 080 1331 716 182 0.87

CYP2C19 phenotype NM 32 764.12 406.23  199.73  98.99 138 1.11 483 099 11.73 6.77 176 1.03
M 4 909.53 411.59 258.80 55.46 1.04 021 637 149 1137 412 130 0.58

PM 1 206.75 0.00 44.62 0.00 300 000 198 000 1385 0.00 4.84 0.00




. *1/*1 48  745.05 382.55 19746  86.69 135 097 498 116 1211 654 179 1.05
CYP2C8"2 rs11572103 *1/*2 1 819.30 0.00 400.83 0.00 050 0.00 507 000 893 0.00 122 0.00
*1/*1 37  686.68 334.67 19216  84.43 126 088 484 111 1220 573 185 0.97

CYP2C8*3 *1/*3 11 996.50 41797 24588  96.63 1.63 128 546 125 955 536 127 0.80

*3/*3 1 213.10 0.00 64.21 0.00 1.00 0.00 494 0.00 34.01 0.00 478 0.00

CYP2C8*4 rs1058930 :1/*1 48  746.53 382.70 200.82 91.36 135 098 498 116 1210 655 179 1.05
1/*4 1 747.96 0.00 239.36 0.00 0.84 0.00 500 000 964 000 134 0.00

NM 1 819.30 0.00 400.83 0.00 050 0.00 507 000 893 000 122 0.00

CYP2C9 phenotype M 13 854.22 438.46 21711  90.81 132 092 551 128 1236 805 166 1.21
PM 35  704.50 358.056 190.16  85.30 137 101 478 106 12.02 6.01 184 1.00

CYP3A4*22 135599367 :1/*1 48 74155 381.05 201.55 91.53 133 098 495 114 1210 6.54 1.80 1.05
1/*22 1 987.23 0.00 204.39 0.00 150 000 634 0.00 927 000 1.01 0.00

. *1/*1 48  731.80 368.18 199.54  90.35 134 098 491 1.04 1212 653 180 1.04
CYPSALS 154986910 *1/*3 1 1455.04 0.00 300.92 0.00 134 000 842 0.00 844 000 0.69 0.00
*1/*1 27 74647 39747 20856  92.05 132 106 499 131 1196 629 180 1.10

SLC22A1%2 rs72552763 *1/*2 21  716.52 34321 19407 9222 126 075 492 093 1242 692 181 0.99
*2/*2 1 1380.01 0.00 172.52 0.00 350 000 6.02 000 648 0.00 0.74 0.00

. *1/*1 48  749.37 382.18 20245 91.34 133 098 498 116 1205 656 178 1.05
SLC22AT'5 rs34059508 *1/%5 1 611.86 0.00 161.42 0.00 1.50 000 497 0.00 1189 000 1.65 0.00
GG 30 788.94 399.27 19523  92.67 146 111 504 122 1190 6.89 179 1.20

SLC28A3 rs7853758 GA 16  685.49 37127 20341  82.88 1.19 073 488 112 1245 649 180 0.81
AA 3 648.51 15890 25578 12568 0.86 032 488 049 1130 2.07 163 042

PF 3 775.45 199.81 30634 14159 061 010 421 101 784 109 137 040

SLCO1B1 phenotype DF 16  793.35 401.20 204.27  85.77 113 059 526 105 11.75 6.13 1.64 0.97
NF 28  733.78 387.39 19746  81.24 146 113 504 108 1276 710 181 1.01

T/T 35 73218 416.66 19340 94.93 144 107 498 120 1293 739 192 1.17

UGT1A4 rs2011425 T/G 13 739.19 22617  217.67  79.32 111 065 482 090 10.01 226 150 047
G/G 1  1345.98 0.00 280.23 0.00 084 000 700 000 764 000 075 0.00

TT 10 83341 453.26 21949  96.80 144 101 511 130 1058 352 1.69 1.22

UGT2B15 rs1902023 TG 23 718.71 301.36  196.68  80.20 141 117 489 1.08 12.02 694 172 0.87
GG 16 732.32 44272 19753 10453 117 060 5.02 120 13.00 735 193 1.20

UM: ultrarapid metabolizer; RM: rapid metabolzier; NM: normal metabolizer; IM: intermediate metabolizer; PM: poor

metabolizer; NF: normal function; DF: decreased function; PF: poor function.



