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Figure S1. Differential metabolites of ASFV infected PAM cells for 24h. The metabolites exhibiting significant
changes were analyzed using a histogram (FigS1A and B). (S1A) POS and (S1B) NEG. The colour red indicates
an increase in activity, whereas the colour green indicates a decrease in activity. The X-axis displays the fold
change. Every column corresponds to a metabolite.
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Figure S2. Differential metabolites of PLA pretreated PAM cells infected with ASFV for 24h. The metabolites
exhibiting significant changes were analyzed using a histogram (FigS2A and B). (52A) POS and (52B) NEG. The
colour red indicates an increase in activity, whereas the colour green indicates a decrease in activity. The X-axis
displays the fold change. Every column corresponds to a metabolite.



Target gene Primer sequence
ASFV-P72-F 5- CTGCTCATGGTATCAATCTTATCGA-3
ASFV-P72-R 5- GATACCACAAGATCAGCCGT-3

SLC1A5-F 5-CTGTTCCCTCCCGGGATTCT-3
SLC1A5-R 5-TCCGAAAAGCTCCAGACGAC-3
GLS1-F 5-TGTCATGGGCATGATGTGCT-3
GLS1-R 5-AAGGAATGCCTTTGATCACCA-3
GLUT2-F 5-CAGACAGCTGGAATCAGCCA-3
GLUT2-R 5-CACAAGTCCCACCGACATGA-3
GLUT4-F 5-GGCCATCGTCATTGGCATTC-3
GLUT4-R 5-GTCAGGCGCTTCAGACTCTT-3
GAPDH-F 5-TCGGAGTGAACGGATTTGGC-3
GAPDH-R 5-TGACAAGCTTCCCGTTCTCC-3

Table S1. Primers of target genes for gPCR detection.




