Supplementary Figure S1. Similarity analysis of the VP4 gene of the strain ITA/14193-5/2020 and ITA/
51105-6/2020 with RVH VP4 sequences. Strain name of RVH sequences are shown on the right of the plot.
The analysis was performed by SimPlot 3.5.1 using a sliding window of 200 nucleotides moving in 20-bp
steps.
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