
 
 
Supplemental Figure S1. Differential expression of genes related to neuroinflammation and 
white matter integrity in brain tissue from 28 HIV+ individuals on ART groups stratified by HIV 
status and level of intact proviruses. Horizontal bars represent medians, boxes span the 
interquartile range (IQR), and whiskers extend to extreme data points within 1.5 times the IQR. 
P values calculated using Welch’s t test (n = 20 HIV-, n = 12 HIV+ with intact proviruses <= 5 
copies per 106 cells, n = 16 HIV+ with intact proviruses >5 copies per 106 cells). 
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