A. Mouse mAb 2F2 Zika epitopes Rabbit pAb Anti-NS1 Zika epitopes

REGYRT (ZV NS1), QHNYRPGYFT (DV1 EGYRTQV (ZV NS1A), PWHSE (ZV NS1

NS1), QHNYRPGYHT (DV2 NS1), ECPGTKVYVEE (ZV NS1C), LRSTTASG
SQHNYRPGYHT (DV3 NS1), (ZV NS1D), CRECTMPPL (ZV NS1E) an
QHNYRQGYAT (DV4 NS1), RRPGYKT ~ EPESNLVRSM (ZV NS1F), SLRTTTASG
(WN NS1) and REGYKT (JE NS1) (DV2 NS1), SLRTTTVSG (DV3 NS1), T™M

(DV4 NS1) and WCCRSCTMPPV (YF NS

B. Clustal multiple sequence alignment

DV1INS1 -QHNYRPGYFT YFNS1 WCCRSCTMPPV-—-——--—
DV2NS1 -QHNYRPGYHT ZVNS1E --CRECTMPPL-------
DV3NS1 SQHNYRPGYHT DV4NS1 —--——- TMPPL-------
DV4NS1 -QHNYRQGYAT ZVNS1D --LRSTTASGR-------
JENS1  ---—- REGYKT DV2NS1 -SLRTTTASG----—-—-
WNNS1 ----RRPGYKT DV3NS1 -SLRTTTVSG------—-
ZVNS1 - REGYRT ZVNS1B ~  —-————e- PWHSE-—---
*oxx ZVNSIF ~  ——————- EPE-SNLVRSM

ZVNS1A - EGYRTQV---

ZVNS1C ~  —--——- ECPGTKVYVEE-

C. Phylogenetic Tree

WNNS1 0.11905 YFNS1 0.10079

ZVNS1 041 ZVNS1EO0
JENS1 0.06667 DV4NS1 0
DV1NS1 0.05 ZVNS1B 0.26574
DV2NS10 ZVNS1F 0.23426
DV3NS1 0 ZVNS1C 0.32574
ZVNS1A 0.28528

DV4NS1 0.13571
ZVNS1D 0.12005

DV2NS1 0.00495
DV3NS1 0.06745

D. Consensus sequence

RxGYXT LR(S/T)TTxSG

Figure S1. General representation of the specifics of selected epitopes from linear epitope mapping. A) Set of identified epitopes for mouse and rabbit
antibodies. B) Multiple alignments performed by Clustal showing the conserved sequences between the NS1 from DV, JE, WN and ZV for mouse and YF, DV
and ZV. C) Phylogenetic analysis to represent the similarity between the epitopes from flavivirus NS1 identified (DV, JE, WN and ZV for mouse and YF, DV
and ZV). D) The consensus sequences RxGYxT and LR(S/T)TTxSG are represented in the form of a logo.



