Supplementary Figure S1. Pairwise comparisons of CsRV1 concatenated whole genome based on
d amino acid sequences (bottom).
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Supplementary Figure S2. Maximum Likelihood phylogenetic tree based on amino acid sequences of the
concatenated genomes(A) and segment 9 (B) of CsRV1 isolates from different geographic locations.
Bootstrap > 50% was shown on the tree. SSRV WX_2012 was used as the outgroup.
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Supplementary Figure S3. Maximum likelihood phylogenetic tree based on the nucleotide sequences of
each segment of 23 strains of CsRV1 collected from different geographic locations. Best Models based on

BIC for each tree were shown in Supplementary Table 3.
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Supplementary Table S1. Primers used in this study.
(See attached excel)

Supplementary Table S2. Fst estimates of CsRV1 between collection years based on seg9. Bold values
indicate significance (P < 0.05).



NYI11-13  NYI8-21 MDO06-09 MDI10-12 MDI8-20

NY11-13 -

NY18-21 0.75 -

MD06-09 0.31 0.51 -

MD10-12 0.47 0.59 0.03 -

MD18-20 0.40 0.54 -0.08 0.17 -

Supplementary Table S3. Fst estimates of CsRV1 between locations. Bold values indicate significance (P <
0.05).

MA NY VA DE MD NC LA FL TX CAR BR uy

MA -

NY 0.06 -

VA 0.48 0.21 -

DE 0.15 012 0.12 -

MD 0.32 031 0.35 0.17 -
NC 0.76 0.47 0.86 0.31 0.23 -
LA 0.67 052 0.73 0.43 034 045 -

FL 0.88 0.57 0.95 0.62 053 096 079 -

TX 024 042 0.19 0.32 0.5 039 059 0.52 -

CAR 0.55 0.68 0.52 0.59 0.7 0.65 0.77 0.74 0.3 -

BR 0.77 0.72  0.78 0.73 0.74 0.83 084 0.87 0.46 0.53 -

Uy 0.91 0.76 093 0.8 0.78 0.95 0.9 0.97 0.5 0.6 0.17 -




