Supplementary Table S2: Metabolites significantly associated with equine hepacivirus
(EqHV) RNA load (RNA copies/ml serum) in the serum samples of six ponies following
experimental inoculation with EQHV polymerase chain reaction (PCR)-positive donor plasma.
The coefficient indicates the change in metabolite concentration (in mmol/l) associated with
each additional copy of viral RNA, resulting in very small values. (Adj. p value = adjusted p
value; Sub.Tot.Chol. = subgroup of total cholesterol)

Metabolite Coefficient t p value adj.p value
Tyrosine -4.10 x 1010 -4.739 0.000 0.000
Dimethyl sulfone 7.40 x 10 4.657 0.000 0.000
Lysine -6.21 x 1010 -4.415 0.000 0.001
Valine -1.51 x 10°°° -3.896 0.000 0.003
Subl17.Tot.Chol. -1.06 x 101° -3.827 0.000 0.003
Glycine -3.11 x 10%° -3.536 0.001 0.006
Sub18.Tot.Chol. -1.06 x 1010 -3.478 0.001 0.007
Leucine -1.34 x 10°°° -3.383 0.001 0.008
Creatine -1.24 x 10°°° -3.352 0.001 0.008
Sub19.Tot.Chol. -1.01 x 1010 -3.302 0.001 0.008
Succinate 8.27 x 10! 3.130 0.002 0.013
Sub13.Tot.Chol. -1.00 x 10°1° -3.068 0.003 0.014
Alanine -1.38 x 10°%° -3.006 0.003 0.016




