Table S3. The sites with a binding probability greater than 0.5 predicted by ScanNet in

prefusion and postfusion protein.

prefusion residues  postfusion residues

Gly51 Gly51
Trp52 Trp52
Tyr53 Tyr53
Thr54 Thr54
Gly139 Ser55
Phe140 Val56
Leul4l Nle57
Leul42 Thr58
Gly143 [1e59
Vall44 Glu60
Gly145 Val76
Ser146 Leu78
Alal47 GIn81
[le148 Glu82
Alal49 Lys85
Ser150 Leu96
Val152 Met97
Alal53 Lys156
Vall54 Leul60
Lys156 Glul63
Val185 Vall64
Nle217 Lys166
Me221 llel67
Gln224 Lys168
GIn225 Alal70
Asn228 Leul71
Ala241 Leul72
Val243 Serl73
Thr245 Thr174
Pro265 Asnl75
Tyr286 Alal77
Pro320 Val178

Met370 Vall79



Ser372
Leu373
Thr374
Leu375
Pro376
Ser398
Thr400
Val402
Ser404
[le407
Arg429
[e431
[le432
Asn454
Thr455
Leu456
Tyrd57
Tyr458
Asp479
Leu481
Val482
11e499
Ser502
Leu503
Phe505
1le506
Lys508
Ser509
Asp510
Leu512
Leu513

Ser180
Leul81
Ser182
Gly184
Val185
Val187
Leul88
Thr189
Lys191
Val192
Asp194
Leul95
Lys196
Tyr198
11e199
Asp200
GIn202
Leu203
Leu204
[1e206
Val207
Asn208
GIn210
Ser211
lle214
Ne217
Glu218
Ne221
Glu222
GIn224
GIn225
Lys226
Asn228
Leu231
Glu232
Val239



Asn240
Ala241
Val243
Thr245
Pro246
Ser255
Glu256
Leu258
Ser259
Leu260
Asn262
Asp263
Pro265
Asn268
Asp269
Lys272
Ser275
Asn276
Tyr286
[1e288
Ser290
Ne291
Val296
Val300
GIn302
Ser404
Ne407
Lys421
Thr423
lle431
Asn454
Thr455
Leu456
Tyrd57
Tyr458
Lys461



Gly464
Lys465
Ser466
Leu467
Tyr468
Val469
Lys470
Gly471
Glu472
Pro473
lle474
[le475
Asnd76
Phe477
Tyrd78
Asp479
Pro480
Leu481
Val482
Phe483
Pro484
Ser485
Asp486
Glu487
Phe488
Asp489
Ser491
[le492
GIn494
Val495
Asn496
Lys498
[1e499
GIn501
Ser502
Leu503



Phe505
Nle506
Arg507
Lys508
Ser509
Aspb510
Leu512
Leu513
His514
Asn515
Val516
Asnb517




