CMV RNA1 (1a)
CLUSTAL format alignment by MAFFT (v7.505) samples, plant:sPI-13;
fungus:Radish-2 27-4

GGCTTTAGAGGATTATGTG (CMV-CF:5'primer)

plant gyotttagaggactytygtyaagoegatyaacycteacggaaccactattttyaagyggaacy
fungus 00 o—mmmmmm e ----agggaacy
ExEXEXER
plant atgatgttegatgytyctatgatgtttyacyaccaaggtytaataccegaacttaactyt
fungus atgatgttegatgytyctatgatgtttyacyaccaaggtytaataccegaacttaactyt
plant cagtggagasagateaggagtgottitetetyasactgaagacyteacaceyotyactyay
fungus cagtggagasagateaggagtgottitetetyasactgaagacyteacaceyotyactyay
plant aaactcaattocacaatattotoceygegtyogtaaattcaagactatygtygetttogat
fungus aaactcaattocacaatattotoceygegtyogtaaattcaagactatygtygetttogat
plant tttatcaacgagtotactatgtottatgtacatyattgyyagaatataaaatettttote
fungus tttatcaacgagtotactatgtottatgtacatyattgyyagaatataaaatettttote
plant acggatcagacttattecataccygagggatyacctatggtattyagogytyegttattecae
fungus acggatcagacttattecataccygagggatyacctatggtattyagogytyegttattecae
plant gotggtattatgacytataagateattygtytacctygggatytycocaccogaactea
fungus gotggtattatgacytataagateattygtytacctygggatatycccaccogaactea
TATGCCCACCCGAACTCA

(CMV-CR:3'primer)

CMV RNA3 (MP)
CLUSTAL format alignment by MAFFT (v7.505) Samples, plant:Radish-2;
fungus:Radish-2 27-4

AGGCATGGCTTTCCAAGGTAC (CM-R3-119-F:5'primer)

Plants ttecaaggtaccageaggactttaacccaacagtect

fungus ttecaaggtaccageaggactttaacccaacagtect

Plants cageggotacgtotyacyaactteaaaagatattatttagecetyatyocatecaagaaaa

fungus cageggotacgtotyacyatetteaaaagatattatttagecetyaagocattaagaaaa
*xEXE

Plants tygotgotgagtygtyacctaggoeggeatcattgyatyogtyotyataatyegatttocay

fungus tygotactgagtytyacctaggoeggeatcattgyatyogegotygataatyotatttecay

*xEXE .

Plants toeoggoocctegttocogaagtaacceacyytogtattyettecttotttaagtetygat

fungus toeoggoocctegttocogaagtaacceacyytogtattyettecttotttaagtetygat

Plants atgatgotggtyaattgtyototasaagyatacatyagegteccteaagtyttgtytyoty

fungus atgatgttyggtyaattatyotoaaaagyatacatyagtyteccteaagtyttatytyoty
LEExER . .

Plants ttactocgaacagtotecactgatgotyaaygyytotetyagaatttacctagetgatttay

fungus ttactocgaacagtttecactgatyotyaayyytotttgagaatttacttagetgatotyy

x %

Plants grgataaggagetatetoocatagataagragtyogteacattacataaccatgatette

fungus grgacaaggagttatetoocatagatyygraatyogtttegttacataaccatgatoette

HEEE  HKHHHEE KRRREREERRRERR | XXX EEEEE | % KXXXXXXRRRRRRRRRRRR

Plants cogoetttagtytotttocaacogacytatyattyteccatyyagacagttyggaateygya
fungus cogoetttggtytotttocaacogacytatyattytectatyyaaacagttyggaategta
. LEExER =
Plants agoggtgttttygcagtigteategasagacatgyttatattgygtataceyyecaccacay
fungus agoggtgttttygotytogttategasagacatgyttacattgygtataceygtaccacay
®x X% . .
Plants ctagegtgtytagtaattygecaageacygyttttcttetaagaataacaactacacteata
fungus ctagegtgtytagtaattygeaageaagyttttcatecaagaataacaactacacteata
®x
Plants tegeagotgyggaagactotagtactyocatteaacagattagetyaycaaacgaaaacee
fungus tegeagotgyggaagactotagtactyee-—--—-----—-—----—-———--———---—-———————
GCTGAGCAAACGRAACCGTCAG

(CM-R3-769-R :3'primer)

CLUSTAL format alignment by MAFFT (v7.505)

Plants .. .SSAATSDELQKILFSPDAIREMAAECDLGRHHWMRADNAISVRPLVPEVIHGRIASFFES
fungus .. .SSAATSDDLOKILFSPEAIREMATECDLGRHHWMRADNAISVRPLVPEVIHGRIASFFES
Plants GYDAGELCSEGYMSVPQVLCAVIRTVSTDAEGSLRIYLADLGDKELSF IDEQCVTLHNHD
fungus GYDVGELCSEGYMSVPQVLCAVIRTVSTDAEGSLRIYLADLGDKELSF I DGQCVSLHNHD
xwx XX HXEXR
Plants LPALVSFQPTYDCPMETVGNRERCFAVVIERHGY IGYTGTTASVCSNWQARF SSENNNYTHIAAGETLY . . .
fungus LPALVSFQPTYDCPMETVGNRERCFAVVIERHGY IGYTGTTASVCSNWQARF SSENNNYTHIAAGETLY . . .

Figure S3. Alignment of partial nucleotide and amino acid sequences of CMV RNA1
(1a coding region) and CMV RNA3 (movement protein-coding region) derived from

virus strains detected in plants and fungi.



