Table S1. Summary of neonatal assessment of infected neonates.

SamplelD _|Fetal gende]GA VL amniotic fluid (log) |GA cordocentesis | VL fetal blood [Fetal platele]Prenatal imaging Pregancy outcome |BW <3rd percentile |TF-US AABR FE ic newborn
7 1 2357 7 2457 39|  139000|HEB 8 no normal normal___|normal
25 1 2229 6.2| 23.86 3| 196000|normal i no normal normal___|normal
27 1 2071 63 2] 44| 195000|normal L8 no normal normal___|normal
35 2 2029 71 2| 63| 171000|PIMG, SMG, HEB 8 no normal normal___|normal
37 1 2157 6.1] 2243 5| 132000|SMG, HVG, HEB i no normal normal___|normal
41 2 2029 7 2] 69)  131000|HEB, SEC, PIMG L8 no unilateral SEC normal___|normal
47 1 2071 53 2443 37 1 8 no normal normal___|normal
51 2 2| 6.4] 25| 49| 166000|normal [t no normal normal___|normal
97 2 2029 6.4] 22.14 55| 192000|normal L8 no normal normal___|normal
1 1 2743 5.04 29) 43| 156000|HEB, severe IUGR 8 ves normal normal___|normal
9 2 33.14 77| 34.86 29|  286000|HEB, SMG, LSC, SEC i no bilateral SEC, asymmetry of LV normal___|normal
11] 2 32.86 75| 3571 31| 199000|TC, HSWM, IVS, HMG, SMG _[L8 no mild VMG, bilateral SEC, bilateral LSC |normal __|normal
13| 1 21.86 72 2286 57 8 no normal normal ___|normal
33 1 24.86 77| 3257 3| 254000|PIMG, HEB, LSC i no bilateral LSC normal___|normal
43| 2 2071 73 2171 58|  199000|HEB L8 no normal bilateral _|normal
45 2 27| 73 28| 55|  110000|HEB, HSWM 8 no normal bilateral __|normal
49 1 2314 8.1] 24.86 43| 109000|HSWM, HEB, SMG i no bilateral SEC, abnormal WM bilateral __|normal
55 1 23] 8.4] 25| 5.7 55000]normal L8 no normal bilateral __|normal
57 2 19.86, 68| 2057 47| 231000|HEB 8 no normal unilateral _|normal
59 2 25| 7.4] 2557 7l 1 i no normal unilateral _|normal
61 1 2357 807 2457 59| 140000|HSWM L8 no normal bilateral __|normal
63 1 2129 6 2229 52 8 no bilateral LSC and SEC bilateral __|normal
severe IUGR, severe MIC,
53 2 3457 7.4] 36.71 5.9|NP HMG, SMG, SEC, LSC ToP NA NA NA NA ic and severe
65|NA 32| 79| NA NA|NP mild bilateral VMG, PMG___|TOP. NA NA NA NA ic and severe
severe IUGR, severe MIC,
67 1 22| 695 NA NA|NP PIMG, bilat VMG ND. NA NA NA NA and severe
bilateral VMG, LSC, hydrops,
69 1 25.14 6.6| 25.14 6.1 35000|HMG IUFD NA NA NA NA ic and severe
MIC, VMG, HEB, ASC, HMG,
7 2 17.14) 6.7] 2114 36 11000|1UGR ToP NA NA NA NA ic and severe
PMG, IVS, TC, HSWM, HMG,
73 2 22| 6 26.86 s|np SMG ToP NA NA NA NA and severe
75 2 24.86 68| 25.14 62|  122000|IvS, TC, PMG ToP. NA NA NA NA ic and severe
MIC, VMG, HEB , PIMG,
77 1 18] 53 19.71] 62 81000|severe IUGR, ASC, PMG ToP NA NA NA NA ic and severe
1UGR, HEB, HMG, HSWM,
79 2 271 71 2671 44| 1 SECand TC ToP NA NA NA NA and severe
81 1 17.86| 63 NA NA|NP HEB, SEC IUFD NA NA NA NA ic and severe
83 2 2129 5.8| 2| 48| 100000|MIC, IEB ToP NA NA NA NA ic and severe
85 1 2757 8.6| 28.14 534|  107000|HEB, MIC ToP NA NA NA NA and severe
87|NA 18.43] 5 18.43, 5 13000|HEB, ASC, hydrops, VMG | TOP. NA NA NA NA ic and severe
Severe IUGR, MIC, LSC,
89|NA 20] NA| NA NA|NP cortical abnormalities ToP NA NA NA NA ic and severe
91 2 17.14) 58| 2014 5 81000|IUGR, HEB, PMB, LSC ToP NA NA NA NA and severe
93 2 22| 7.2| NA NA|NP 2222 ToP NA NA NA NA ic and severe
95 1 2357 6.5| 25.14 43| 129000|IUGR, VMG, IVS, PMG ToP NA NA NA NA ic and severe
IUGR, SMG, HEB, MIC, VMG,
99 2 27.29 77| 2971 55|NP LSC, HSWM ToP NA NA NA NA and severe
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Table S2. Concentrations of all cytokines according to fetal in-fection, symptomatic status at birth, and severity (median
and interquartile).
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Table S3. Prediction analysis based on principal component analysis. Contribution of each PC for infection and se-verity.

. . Infection Severity
Total variance explained

Beta Se p Beta Se p
PC1 65.62% 8.8E-05]2.3E-05 0.00010 3.2E-05|7.7E-06 8.06E-05
PC2 22.73% -3.5E-05|2.9E-05 0.23 -4.3E-05|1.4E-05 0.0019
PC3 4.98% -5.6E-05]6.6E-05 0.40 -2.6E-05|3.0E-05 0.40
PC4 2.12% -3.9E-05|8.0E-05 0.62 1.0E-05|4.7E-05 0.83
PC5 1.43% 3.3E-05(9.7E-05 0.73 9.4E-05|5.6E-05 0.10
PC6 1.09% 6.1E-06(1.1E-04 0.96 -4.7E-056.5E-05 0.47
PC7 0.52% 6.6E-05(1.6E-04 0.68 1.2E-04|9.4E-05 0.22
PC8 0.43% -6.3E-05|1.8E-04 0.72 7.8E-06|1.0E-04 0.94
PC9 0.28% 3.4E-04(2.2E-04 0.13 2.5E-04(1.3E-04 0.050
PC10 0.22% -1.7E-04|2.5E-04 0.49 -8.2E-05|1.5E-04 0.58
PC11 0.14% 4.2E-04|3.3E-04 0.21 2.7E-04|1.8E-04 0.14
PC12 0.11% -5.0E-04|3.7E-04 0.17 -2.9E-04|2.0E-04 0.15
PC13 0.09% -8.2E-06|3.9E-04 0.98 1.1E-04|2.3E-04 0.63
PC14 0.07% -4.4E-04]4.6E-04 0.34 -5.8E-04|2.5E-04 0.022
PC15 0.05% 4.6E-04|5.6E-04 0.41 2.1E-04(2.9E-04 0.47
PC16 0.03% -3.4E-04|6.4E-04 0.60 -2.7E-0413.7E-04 0.46
PC17 0.03% -1.1E-03|7.3E-04 0.12 -5.1E-04|3.8E-04 0.18
PC18 0.01% 1.1E-03(1.0E-03 0.29 3.4E-04|5.5E-04 0.54
PC19 0.01% -7.4E-04]1.4E-03 0.59 -1.3E-04|8.1E-04 0.88
PC20 0.01% 1.2E-03|1.6E-03 0.45 1.4E-04|8.8E-04 0.88
PC21 0.00% 2.4E-03(1.7E-03 0.16 9.2E-04|9.6E-04 0.34
PC22 0.00% -1.5E-03]1.9E-03 0.42 -1.0E-03|1.1E-03 0.34
PC23 0.00% 2.8E-03(2.4E-03 0.25 9.7E-04(1.4E-03 0.48
PC24 0.00% -2.7E-03|2.6E-03 0.30 -2.5E-03|1.5E-03 0.10
PC25 0.00% 3.2E-03(2.8E-03 0.25 6.4E-04(1.6E-03 0.70
PC26 0.00% -1.4E-03|3.3E-03 0.67 -8.3E-04|2.0E-03 0.67
PC27 0.00% -3.2E-04]3.6E-03 0.93 -1.8E-042.2E-03 0.93
PC28 0.00% -2.0E-02]8.0E-03 0.01 -5.4E-03|2.3E-03 0.021
PC29 0.00% -1.2E-0314.4E-03 0.79 -1.0E-03|2.6E-03 0.70
PC30 0.00% -2.9E-03]4.8E-03 0.55 6.6E-04(2.9E-03 0.82
PC31 0.00% 1.7E-04|5.3E-03 0.97 1.1E-04|3.2E-03 0.97
PC32 0.00% -5.8E-03|6.5E-03 0.37 -2.6E-03|3.8E-03 0.49
PC33 0.00% 4.1E-03]6.6E-03 0.53 3.8E-03|3.9E-03 0.33
PC34 0.00% -2.8E-03|7.0E-03 0.68 -1.2E-03|4.1E-03 0.76
PC35 0.00% -4.2E-03]7.5E-03 0.58 -2.7E-03|4.5E-03 0.55
PC36 0.00% -6.3E-03]7.9E-03 0.43 -2.5E-03|4.6E-03 0.59
PC37 0.00% 1.4E-02|9.5E-03 0.13 7.4E-03|5.3E-03 0.17
PC38 0.00% -8.6E-03]1.0E-02 0.39 -1.9E-03|5.9E-03 0.74
PC39 0.00% 1.0E-03|1.1E-02 0.93 1.6E-04|6.5E-03 0.98
PC40 0.00% -5.4E-03|1.3E-02 0.68 -2.3E-03]7.7E-03 0.76
PCa1 0.00% 9.4E-04|1.4E-02 0.95 -3.1E-03|8.4E-03 0.71
PC42 0.00% -2.1E-02|1.6E-02 0.19 -1.6E-02|9.3E-03 0.09
PC43 0.00% -5.4E-03]1.8E-02 0.76 -2.5E-031.1E-02 0.81
PC44 0.00% 1.1E-02|1.9E-02 0.55 1.1E-02|1.1E-02 0.31
PC45 0.00% 4.2E-02]2.2E-02 0.058 1.9E-02|1.2E-02 0.12
PC46 0.00% 2.4E-02(2.2E-02 0.28 9.6E-03|1.3E-02 0.46
PC47 0.00% 3.3E-02(2.4E-02 0.17 1.5E-02|1.4E-02 0.26
PC48 0.00% 2.7E-03(2.6E-02 0.92 1.2E-04)1.5E-02 0.99
PC49 0.00% 4.5E-02]2.9E-02 0.12 1.5E-02(1.7E-02 0.36
PC50 0.00% 2.6E-02(3.0E-02 0.39 3.0E-02|1.7E-02 0.08
PC51 0.00% -2.5E-0213.4E-02 0.45 -4.5E-0312.0E-02 0.82
PC52 0.00% -3.3E-02|3.7E-02 0.38 -1.6E-02(2.2E-02 0.46
PC53 0.00% 4.5E-02|4.0E-02 0.26 2.8E-02(2.3E-02 0.22
PC54 0.00% 1.3E-02|4.3E-02 0.77 1.4E-02|2.6E-02 0.59
PC55 0.00% -6.1E-0214.7E-02 0.19 -2.2E-02|2.6E-02 0.41




PC56 0.00% -3.2E-02|5.0E-02 0.52 -1.6E-02]2.9E-02 0.59
PC57 0.00% 6.4E-02(6.0E-02 0.29 -6.6E-03|3.5E-02 0.85
PC58 0.00% 1.1E-01(6.7E-02 0.08 3.8E-02|3.7E-02 0.31
PC59 0.00% -6.9E-02|6.8E-02 0.31 -1.4E-02|4.0E-02 0.73
PC60 0.00% -5.0E-03|7.4E-02 0.95 2.0E-02(4.4E-02 0.65
PC61 0.00% -1.2E-02|8.0E-02 0.88 2.0E-02(4.8E-02 0.67
PC62 0.00% -1.5E-01|8.8E-02 0.08 -6.3E-02|5.0E-02 0.21
PC63 0.00% 3.5E-02(9.7E-02 0.71 2.0E-02(5.7E-02 0.73
PC64 0.00% 2.2E-01(1.2E-01 0.059 7.3E-02|6.6E-02 0.27
PC65 0.00% 5.2E-02(1.4E-01 0.70 4.1E-02|8.0E-02 0.61
PC66 0.00% 7.8E-02(1.5E-01 0.59 -1.4E-05|8.7E-02 1.00
PC67 0.00% 9.1E-02|1.8E-01 0.61 -1.9E-02|1.1E-01 0.86
PC68 0.00% 1.9E-022.0E-01 0.93 2.3E-02(1.2E-01 0.85
PC69 0.00% -4.0E-03|2.3E-01 0.99 -2.4E-02|1.3E-01 0.86
PC70 0.00% -1.9E-01|2.6E-01 0.46 -9.5E-02|1.5E-01 0.53
PC71 0.00% -6.1E-02|2.8E-01 0.83 -3.0E-02|1.7E-01 0.86
PC72 0.00% 3.2E-02(3.1E-01 0.92 -1.9E-02|1.9E-01 0.92
PC73 0.00% -2.5E-03|3.5E-01 0.99 6.4E-02(2.1E-01 0.76
PC74 0.00% 4.5E-01]4.1E-01 0.27 2.7E-01(2.4E-01 0.27
PC75 0.00% 1.8E-01(4.8E-01 0.71 1.0E-01(2.9E-01 0.73
PC76 0.00% -1.6E-01|5.4E-01 0.76 -9.8E-02|3.2E-01 0.76
PC77 0.00% 6.5E-01(6.4E-01 0.31 3.3E-01|3.7E-01 0.37
PC78 0.00% 9.9E-01]7.4E-01 0.19 4.5E-01]4.3E-01 0.30
PC79 0.00% 6.4E-01(7.8E-01 0.41 2.2E-01(4.6E-01 0.64
PC80 0.00% 3.6E-01(9.2E-01 0.70 3.5E-01|5.4E-01 0.52
PC81 0.00% 5.2E-01|1.1E+00 0.63 -5.1E-01]6.4E-01 0.43
PC82 0.00% -2.0E+00|1.7E+00 0.24 -1.2E+00|9.8E-01 0.21
PC83 0.00% -5.1E-01|1.7E+00 0.77 -6.8E-02|1.0E+00 0.95




Figure S1. Pre-processing. (A) Distributions of all proteins (variance). (B) Proportion of non-zero values.
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Figure S2. Data dimension reduction based on principal component analysis (PCA): cu-mulative
variance explained by cellular classes are provided. (A) Internal cytokines. (B) Sur-face-linked
cytokines. (C) Soluble cytokines. (D) Overall cytokines.
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