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The authors wish to make the following erratum to this paper [1]:
The published version of Figure 1 was missing labels. The correct Figure 1 is listed below:
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Figure 1. The respective roles of ALIX and ESCRT-I in the sorting of membranous cargo. Upon internalization, ubiq- 17 
uitylated cargo is detected by ALIX (left) and ESCRT-I (right) for compartmentalization into intraluminal vesicles that are 18 
destined for degradation via the late endosome. Both ALIX and ESCRT-I contain ubiquitin binding domains that facilitate 19 
this first step. Unlike ESCRT-I, ALIX possesses an ESCRT-III binding domain that allows for the direct recruitment of 20 
ESCRT-III and VPS4, the machinery required for sealing of cargo within intraluminal vesicles and abscising these vesicles 21 
from the endosomal membrane. In a similar fashion, the ESCRT-I component TSG101 binds ubiquitylated cargo, while the 22 
VPS28 component can recruit ESCRT-III through ESCRT-II which also binds ubiquitylated cargo as well as phospho-ino- 23 
sitol lipids. 24 

The list of authors was incorrect and did not accurately reflect the contributions of 25 
individuals that contributed to the overall work. It is changed to: 26 

Kevin M. Rose 1,*, Stephanie J. Spada 2, Vanessa M. Hirsch 2, and Fadila Bouamr 2 27 

Figure 1. The respective roles of ALIX and ESCRT-I in the sorting of membranous cargo. Upon
internalization, ubiquitylated cargo is detected by ALIX (left) and ESCRT-I (right) for compartmen-
talization into intraluminal vesicles that are destined for degradation via the late endosome. Both
ALIX and ESCRT-I contain ubiquitin binding domains that facilitate this first step. Unlike ESCRT-I,
ALIX possesses an ESCRT-III binding domain that allows for the direct recruitment of ESCRT-III and
VPS4, the machinery required for sealing of cargo within intraluminal vesicles and abscising these
vesicles from the endosomal membrane. In a similar fashion, the ESCRT-I component TSG101 binds
ubiquitylated cargo, while the VPS28 component can recruit ESCRT-III through ESCRT-II which also
binds ubiquitylated cargo as well as phospho-inositol lipids.

The list of authors was incorrect and did not accurately reflect the contributions of
individuals that contributed to the overall work. It is changed to:

Kevin M. Rose 1,*, Stephanie J. Spada 2, Vanessa M. Hirsch 2 and Fadila Bouamr 2
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* Correspondence: kevin_rose@berkeley.edu
The Author Contribution section was changed to: S.J.S. conceptualized nuclear en-

velope mechanisms. F.B. co-wrote the manuscript. K.M.R., V.M.H.—writing. All authors
have read and agreed to the published version of the manuscript.

The authors would like to apologize for any inconvenience caused to the readers by
these changes.
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