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Summary of Evolutionary Distances

The minimum, median, mean and maximum of the five evolutionary distances are shown

for each comparison.

within Genotype I
min median mean max
edvp(x, y) 0.0 3.7x 1072 3.8x 1072 1.4 x 1071
ednbp(X, ) 9.8x 1073 7.8 %1072 8.2 x 1072 2.6 x 1071
ed(x, y) 5.0 x 1073 6.3 X 1072 6.5 % 1072 1.5%x 1071
KE(x,y) 1.0 x 1072 23x1071 24x1071 6.5%x 107!
KE(x,y) 0.0 7.0 X 1072 7.3 %1072 1.9%x 1071
within Genotype II
min median mean max
edvp(x, 1) 0.0 9.4 x 1072 9.0 x 1072 2.1x107t
ednbp(X, y) 9.5x 1073 1.2x 101! 1.2x 1071 32x1071!
ed(x, y) 2.5x1073 1.3x 1071 1.2x 1071t 2.8x 1071
KS(x,y) 1.0x 1072 25x 107t 3.0x 107! 7.2x 1071
Ki(x,y) 0.0 8.0 x 1072 1.1x 1071t 24 x1071
within Genotype III
min median mean max
edop(x, 1) 7.5%x 1073 3.2x 1072 3.0x 1072 4.8 x 1072
ednbp(X, y) 3.4 x 1072 8.7 x 1072 8.1 x 1072 1.2x 1071
ed(x, y) 3.1x 1072 6.4 X 1072 5.8x 1072 7.6 X 1072
KS(x,y) 3.0 x 1072 5.0 X 1072 7.4 %1072 1.3x 1071
Ki(x,y) 3.0x 1072 5.0 X 1072 5.2 %1072 9.0 x 1072




between Genotypes I and II

min median mean max
edop(X, V) 1.3x 1072 1.3 x 1071 1.2x10?! 23x1071
ednbp(x, y) 43 %1072 1.7 x 1071 1.7 x 1071 3.5x 107!
ed(x, y) 7.8 x 1072 1.7x 107! 1.7x 1071 29x107t
K(x,y) 39x 107t 6.2x 107t 6.2x 1071 1.0
KE(x,y) 1.4 x 1071 1.9 x 107! 1.9 x 107! 3.6 x107!
between Genotypes I and III
min median mean max
edop(x, 1) 2.0x 107t 25x 1071 25x 1071 3.1x107!
ednbp(X, 1) 2.5x 107t 42 %1071 42 %1071 6.6 x 1071
ed(x, y) 29x 107t 3.5x 107! 3.5x1071! 42x107t
KS(x,y) 7.3x 107t 9.8 x 1071 9.8 x 1071 1.3
K{(x,y) 25x107t 28x 1071 29x 1071 3.5%x 1071
between Genotypes II and III
min median mean max
edop(X, V) 1.7x 1071 23x 107t 23x107! 3.1x10!
ednbp(x, 1) 23x1071! 3.6 x 1071 3.7x 107t 56x 107t
ed(x, y) 2.7x 107t 3.2x107t 3.2x107! 39x 107!
K&(x,y) 6.1x 1071 7.3x 1071 7.3x 107t 9.0 x 1071
K{(x,y) 23x107t 28x 107t 28x 107! 34x1071




