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1. MK333804 | Brazil_GO_Novo_Brasil | 17-Aug-2015 AARTACCGATCCCTCAGGAATTGGCTTTGTGCAATAGTATCCTGTGCCIITCTGATTACGCGCTGCTCAGT
2. MK583147 | Brazil_SP_Mairipora_12-Jan-2018 L E ECCTTATTTT C AAA T CHl
3. Andre_da_Rocha_02 8 GTTCG TC AAG AGT GACAACCCCTCATTTTE ccC AAACCGTCT
4. Barracao_02 G GTT TE AAG A GAE CECCTCATTTTETCC AAACCGTCT
5. Pinhal_da_Serra_05 G GTT G TC AAG A GAC CCCCTCATTTTHS € AAACCGTCT
6. Esmeralda_02 BT GTTGG TE, AAG A C GAE CECCTCATTTT C AAACCGTCT
7. Pinhal_da_Serra_09 G GTT TC AAG A GAE CCCCTCATTTT@ICC AAATCATCT
8. Barracao_03 G GTT TC AAG A GAC CCCCTCATTTTE € AAACCGTCT A
9. Esmeralda_03 BMTGTTGGTCTTC AAG A G C CCCCTCATTTTETTC AAACCGTCT
10. Esmeralda_04 BT GTTGGICTTC AAG A GAC CCCCTCATTTTEITCGG AAACCLTCTG
11. Pinhal_da_Serra_07 G GTT G TE AAG AA ATGAC CECCTCATTTTEICC AAACCGTCT
12. Esmeralda_01 G GTT TCTC AAGGC A G C CCCTTCATTTTE®ICC AAACCGTCT
13. Monte_Alegre_dos_Campos_03 GG GTT TC AAGG A GAE CCCTTCATTTTE C AAA_CLTCT
14. Monte_Alegre_dos_Campos_02 GCGTT TE AAG GGC CCCCTCATTTTE & G AAA C TCT
15. Vacaria_04 GCGTT T.C AAG GAC CECCTCATTTTEITICC GCAAACCGTCT
16. Vacaria_01 GCGTT TC CAAG GAG CCCCTCATTTTS (o GCAAACCGTCT
17. Vacaria_02 GCGTT TC_CAAG GAE CCCCTCATTTTH C G AAACOTCT AA
18. Muitos_Capoes_01 G /TTA TC AAG C GAE CCCCTCACTTTEICC AAACCGCTCT
19. Pinhal_da_Serra_01 G GTT G TC AAG A G C CECCTCATTT (& AAACCGTCT
20. Barracao_04 B GTT i AAG A GAE CCCCTCATTTTH (o ACC
21.1pe_01 G el C TCTAAA c , G CCCCTCATTTTECCC CCATAAACCGTCT
22. Monte_Alegre_dos_Campos_01 G Tl (& TCTAAA c i i G CCCCTCATTTTECCC CCATAAACCGTCIE
23. Pinhal_da_Serra_02 B TATTGACCCTCTAAA C ETTTC G CECCTCATTTTETCC C AAACCGTCT
24. Pinhal_da_Serra_03 G TT € TCTAAA c TC G GGCCCCTCATTTTE C C AAACCGTCTG
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Figure S1.Sequence alignment of the yellow fever virus genomes detected in this study compared to a genome reference.




