Table S1 Phage X2 genome annotation analysis.

ORF  Coding region (bp)  Strand Protein Putative function Best match® Accession
size (aa) no.
1 2-661 + 219 Transposon or IS XPP1 (98%) QRI46302
2 670-2085 + 471 hypothetical protein OP2 (99%) QRI46303
3 2645-2127 - 172 hypothetical protein OP2 (100%) QRI46304
4 2862-2635 - 75 Phage protein OP2 (100%) QRI46305
5 3383-2859 - 174 Membrane-bound lytic murein XPV2 (98%) QRI46306
transglycosylase D precursor

6 3753-3373 - 126 hypothetical protein OP2 (99%) QRI46307
7 3988-3746 - 80 hypothetical protein XPV2 (95%) QRI46308
8 4598-3981 - 205 hypothetical protein XPV2 (85%) QRI46309
9 4777-4595 - 60 hypothetical protein XPV1 (97%) QRI46310
10 5168-4788 - 126 Phage Holliday junction resolvase RusA XPV2 (97%) QRI46311
11 5350-5481 + 43 hypothetical protein / QRI46312
12 6122-5535 - 195 hypothetical protein XPP1 (97%) QRI46313
13 6288-6139 - 49 hypothetical protein XPP1 (100%) QRI46314
14 6974-6342 - 210 hypothetical protein XPP1 (99%) QRI46315
15 7465-7502 - 137 hypothetical protein XPP1 (97%) QRI46316
16 7616-7452 - 54 hypothetical protein XPP9 (94%) QRI46317
17 8815-7613 - 400 hypothetical protein OP2 (95%) QRI46318
18 9373-9840 + 155 Phage integrase XPP9 (98%) QRI46319
19 9837-11291 + 484 Phage terminase, large subunit XPP1 (99%) QRI46320
20 11334-12932 + 532 hypothetical protein XPV2 (99%) QRI46321
21 12973-13770 + 265 Phage minor capsid protein XPV1 (97%) QRI46322
22 13926-15023 + 365 Phage head and packaging protein XPP3 (92%) QRI46323
23 15037-15570 + 177 putative structural protein OP2 (100%) QRI46324
24 15604-16623 + 339 putative structural protein OP2 (96.76%) QRI46325
25 16690-17175 + 161 hypothetical protein OP2 (90.00%) QRI46326
26 17188-17691 + 167 hypothetical protein OP2 (99.40%) QRI46327
27 17688-18194 + 168 putative RNA polymerase OP2 (98.21%) QRI46328
28 18191-18616 + 141 hypothetical protein XPP1 (100.00%) QRI46329
29 18613-19140 + 175 hypothetical protein XPP1 (98.29%) QRI46330
30 19164-20648 + 494 hypothetical protein XPV1 (98.58%) QRI46331
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“/” means no significant matched in GenBank. 2all matched phages belong to the Xanthomas phage.



