
Figure S1. Sequence analysis of gGag1+gGag3 targeted HIV-rtTA DNA. SupT1 cells
stably expressing Cas9+gGag1+gGag3 were infected with HIV-rtTA and cellular DNA
was isolated at 7 days post-infection as described in Figure 3 (n=3; a-c). The gRNA target
regions were amplified by PCR, the PCR products were TA cloned and 23-24 cloned
fragments were sequenced. Sequences were aligned to the wild-type reference HIV-LAI
sequence (highlighted in yellow; PAM sequence in bold) and 17 nucleotides on either
side of the Cas9 cleavage sites (indicated by black arrows) are shown. Wild-type (WT;
green), mutation (white) and excision (EX; blue) products are indicated (mutations in
red; NS, nucleotide substitution; -n, n nucleotides deleted; +n, n nucleotides inserted).
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Figure S2. Sequence analysis of gGag1+gTatRev targeted proviral DNA. SupT1 cells stably
expressing Cas9+gGag1+gTatRev were infected with HIV-LAI (n=3; a-c) or HIV-rtTA (n=3; d-f)
and cellular DNA was isolated at 7 days post-infection as described in Figure 5. The gGag1
target region was amplified through PCR, PCR products were TA cloned and 13-24 clones were
sequenced. Sequences are shown as described in Supplementary Figure S1.
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Figure S3. Sequence analysis of gGag1+gEnv2 targeted proviral DNA. SupT1 cells stably
expressing Cas9+gGag1+gEnv2 were infected with HIV-LAI (n=3; A-C) or HIV-rtTA (n=3; D-F)
and cellular DNA was isolated at 7 days post-infection (as described in Figure 4). The gGag1
target region was amplified through PCR, PCR products were TA cloned and 15-23 clones were
sequenced. Sequences are shown as described in Supplementary Figure S1.
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name sequence

gGag1-forward (a) ACCTAGAACTTTAAATGCATGG

gGag3-reverse (b) CGGTCTACATAGTCTCTAAAGG

gTatRev-forward (c) GAGCCAGTAGATCCTAGAC

gTatRev-reverse (d) CTACTACTAATGCTGCTATTGC

gEnv2-forward (c) GCAAAGAGAAGAGTGGTG

gEnv2-reverse (d) AGCCAGGATTCTTGCC

gGag1-probe CCCATGTTTTCAGCATTATCAGAAGGAGCC

Table S1. Primers and probe used for PCR and qPCR 
analysis 

Name Target Sequence + PAM (underlined) Orientation

gGag1 GTTAAAAGAGACCATCAATGAGG Sense

gGag3 CCAAGGGGAAGTGACATAGCAGG Antisense

gTatRev CCTATGGCAGGAAGAAGCGGAGA Antisense

gEnv2 GGAGCAGCAGGAAGCACTATGGG Sense

Table S2. Selected gRNAs targeting HIV-1


