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Iteradensovirus sp. QNJG0187.1 Figure S6: Phylogenetic representations of Pisaster ochraceus densovi-
rus-like genome fragments. The trees were constructed based on: a 103
Iteravirus sp. AWA28232.1 amino acid alignment of the structural (coat protein) gene; a 83 amino acid
of the non-structural 1 (NS1) gene; a 112 amino acid of the NS2 gene;
Danaus plexippus plexippus iteravirus YP 009021038.1 and a 111 amino acid of the NS3 gene. Phylogenetic representations
include best matches by BLASTx against the non-redundant database at
Casphalia extranea densovirus NP 694840.1 NCBI. The tree was constructed by maximum likelihood with Poisson

, . _ substitution and employing the Nearest-Neighbor-Interchange heuristic
Hordeum marinum ltera-like densovirus AIT71974.1 method in MEGA 6.0.



