
 Beihai picorna-like virus 47 YP 009333390.1
 Perth bee virus 5 AWK77892.1
 Kummerowia striata marnavirus QKQ15135.1
 Hubei leech virus 3 YP 009336521.1
 Changjiang picorna-like virus 3 YP 009336537.1
 Trichosanthes kirilowii marnavirus QKQ15133.1
 Cragig virus 1 YP 009553171.1
 Haldis virus QNM80717.1
 Pisaster ochraceus contig 12092
 Sanxia picorna-like virus 6 APG77473.1
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 Halhan virus 1 AYN75548.1

 Pisaster ochraceus contig 93124

 Bivalve RNA virus G5 YP 009329822.1

 Picornavirales Q sR OV 023 ASG92545.1

 Picornavirales Q sR OV 042 ASG92538.1

 Wenling crustacean virus 3 YP 009336743.1

 Wenling picorna-like virus 2 YP 009333180.1

 Beihai picorna-like virus 85 YP 009333551.1

 Caledonia beadlet anemone dicistro-like virus 1 ASM93979.1

 Bivalve RNA virus G1 YP 009329817.1

 Beihai mantis shrimp virus 3 YP 009333215.1

 Bemisia-associated dicistrovirus 1 AZB50980.192
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 Beihai picorna-like virus 55 YP 009333427.1

 Picornavirales N OV 080 ASG92525.1

 Pisaster ochraceus contig 12093

 Pisaster ochraceus contig 83270

 Picornavirales N OV 003 ASG92535.1

 Pisaster ochraceus contig 87889

 Wenzhou picorna-like virus 12 YP 009336941.1

 Perth bee virus 6 AWK77897.1

 Picornavirales N OV 013 ASG92533.1

 Wenzhou picorna-like virus 20 YP 009337154.1
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 Iflaviridae sp. QKN89037.1

 Iflaviridae sp. QKN89051.1

 Iflaviridae sp. QKN89071.1

 Picornavirales sp. QKN88957.1

 Pisaster ochraceus contig 91247

 Hubei picorna-like virus 44 YP 009336529.1

 Picornavirales sp. QKN88962.1

 Hubei picorna-like virus 43 YP 009337372.1

 Picornavirales sp. QJI53533.1

 Wenzhou picorna-like virus 44 YP 009337672.1

 Wenling picorna-like virus 6 YP 009336663.1

 Biomphalaria virus 2 YP 009342320.1

 Pittsburgh sewage-associated virus 1 AVA16916.1
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 Beihai picorna-like virus 21 YP 009333573.1

 Pisaster ochraceus contig 45864

 Cragig virus 6 QBP32756.1

 Marine RNA virus PAL473 YP 009230124.1

 Wenzhou picorna-like virus 6 YP 009337309.1

 Wenzhou picorna-like virus 2 YP 009336646.1

 Sanxia picorna-like virus 3 YP 009337766.1

 Sanxia picorna-like virus 4 YP 009337691.1

 Antarctic picorna-like virus 4 YP 009255232.1

 Wenzhou picorna-like virus 32 YP 009337246.1

 Wenzhou picorna-like virus 7 YP 009336714.1
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Figure S3: Phylogenetic representations of Pisaster ochraceus 
picornavirus-like genome fragments. The trees were constructed by 
performing alignments of overlapping regions with best BLASTx 
matches at NCBI using the CLC Sequence Viewer 8.0 native 
alignment algorithm. The trees are based on: a 98 amino acid (A) and 
193 amino acid (D) alignment of the RNA dependent RNA polymerase 
gene; a 187 amino acid alignment of the rhv-like capsid domain (B) 
and a 160 amino acid alignment of the RNA helicase domain (C) . The 
tree was constructed by  maximum likelihood with Poisson substitu-
tion and employing the Nearest-Neighbor-Interchange heuristic 
method in MEGA 6.0.


