Supplementary material S8. Alignment of the putative RNA-dependent RNA polymerase (RdRp) of the novel
mongoose PBV-like strain M17A with those of the prototype human genogroup-I PBV strain (PBV/Human/
CHN/1-CHN-97/1997) and mongoose PBV Gl strain PBV/Mongoose/KNA/M17B/2017. The M17A and M17B
RdRp sequences were identified in the same fecal sample. The putative M17A RdRp translated using the mold
mitochondrial genetic code and the invertebrate mitochondrial genetic code is shown with red and green font,
respectively. Amino acid (aa) mismatches between putative RdRps generated using the alternative mitochondrial
genetic codes (that of mold and invertebrate) are highlighted with blue. The three conserved domains in the
putative RdRps are highlighted with yellow. A ‘*’ denotes an identical aa residue, whilst ‘-” indicates absence

of an aa residue. Numbers to the right indicate the positions of the aa for respective PBV strains.

PBV/Human/CHN/1-CHN-97/1997 -MPENNEVSFG--—-—-—————-— EYFNLP-NPGLEKSYFDRVRSGNTDEYRTT 38

PBV-like/Mongoose/M17A/2017 MIKKLNLK-============ DYFILP-NQGLQSYLHKTEVGSDLDIRTP 36

PBV-like/Mongoose/M17A/2017 MIKKLNLK-————————=———— DYFILP-NQGLQSYLHKTEVGSDLDIRTP 36

PBV /Mongoose /M17B/2017 ~MPKNNVTS FINNHFVDTNYTSYFTHSGFQSLRTYMGNVVKGQPKVYTAP 49
* * * % * * *

PBV/Euman/CHN/1-CHN-97/1997

FFRGRSLDS ILKAWKPTLDK--IENDWPTLLD FENDLAKKVGPLSIQKPL

86

PBV-like/Mongoose/M17A/2017 FWDEKPRSS IMAMWQAVVDSSNLEAKLPGLYKFEMDMKSKVGPLSVQEPL 86
PBV-like/Mongoose/M17A/2017 FWDEKPSSS IMAMWQAVVDSSNLEAKLPGLYKFEMDMKSKVGPLSVQEFPL 86
PBV /Mongoose /M1L7B/2017 97

PBV/Euman/CHN/1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017

FARGSTIQSVLDDWQEVLVS--ISDKWPSLWE FEMDLASKVGPLSVQKPL
* * * * x kK % *hkkkk *k k%

AERLDDIESYYESISLDSEPISRSAIAAVIAEWGDARGIQLRGQRKTVDN
LRRIPDVMDYYNDP--RKGQEVSPRATACVREEFRALRGLRLEDADATVAE
LSRIFDVMDYYNDP--KGQEVSPRATACVREEFRALSGLSLEDADATVAE

136
134
134

PBV /Mongoose /M17B/2017 RERITDIAHYYEDILLSSTPIDPVAIKQTIGEFNKARGLRRRSQARTVEM 147
* * * %k * % * * * * %
PBV/Human/CHN/1-CHN-97/1997 MKKSTNSGS PEFTERRAVVDRKTI PARLDY - —————— LGVQTRQFLNNSDW 179
PBV-like/Mongoose/M17A/2017 MRRNTNSGAPYFTRRSRVESESL-——————————————————-— ELAKTRSL 165
PBV-like/Mongoose/M17A/2017 MRRNTNSGAPYFTRRSRVESESL-================== ELAKTSSL 165

PBV/Mongoose /M17B/2017

MKKSTNSGNPFFTKRRNVVLDTEF PCGVDYTPNPVYYLODAY QMLPNNNDE
* *kkk * Kk * ok

197

PBV/Human/CHN/1-CHN-97/1997 YSAAVLGWRGQEGGPTDEDVREQRVVWMFPFGVNVEELQFYQPATEIAQKR 229
PBV-like/Mongoose/M17A/2017 AYPAVLGWRGQEGGIDIDNVREQRVVIMFPFQTNIAELQFYQPMIRAIQAH 215
PBV-like/Mongoose/M17A/2017 AYPAVLGWS GQEGGIDTDNVEQRVVWMFPFQTNIAELQFYQPMIRATIQAH 215

PBV /Mongoose /M17B/2017

PBV/Human/CHN/L1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017

KACAVIGWRGQEGGPEDEDVREQRVVIMEPFAVNIEELTVYQPLIETFQRF
*k kk Kkkkk *kkkkkkkkkk * Kk Kkkk % *

WITPAWIGMEAVDQRITKLEDTRAKSELVICTDESKFDQHFNKDMQDARR
KLIPAYLDETAVDARITNLFDTRPTGDLVVETDFTKFDQSFWTPLOHVAR
KLIPAYLDETAVDARMTNLFDTKPTGD LVVETDETKFDQSFWTPLQHVAR

247

279
265
265

PBV /Mongoose /M17B/2017 NLVPAWVSMESVDMEVTRLFDTKNSDDLVVCTDFTKFDQHFNVDLONAAK 297
* % * % * kkkkk *k  kkk kkkk Kk *  x
PBV/Human/CHN/1-CHN-97/1997 TIIAALLNGSSESRDWLDNVFPVKYAIPLAMDMG----VVKTGFHGMGSG 325
PBV-like/Mongoose/M17A/2017 AVYADWG---PQLDEKWIREVFPVRKYNIPMVLSNN----LISTGPHGMASG 308
PBV-like/Mongoose/M17A/2017 AVYADWE---PQLDKWISEVFPVEYNIPMVLSNN----LISTGPHGMASG 308

PBV /Mongoose /M1L7B/2017

PEV/Euman/CHN/1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017
PBV /Mongoose /M17B/2017

PBV/Human/CHN/1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017
PBV /Mongoose /M17B/2017

PBV/Human/CHN/1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017
PBV /Mongoose /M17B/2017

PBV/Human/CHN/L1-CHN-97/1997
PBV-like/Mongoose/M17A/2017
PBV-like/Mongoose/M17A/2017

TILOWIMSRERNVDDWFENVEGIKYMIPLLWERQADIVSVEFHGFHGMASG
* *%  kk k% * kkk kK

SGGTNFDETLTERALQYEARQKAKSVLNENSQCLGDDGILSYPGITVEDV
SGGTNADES IAHRALQHEARTASGOTLHPSSMAYGDDGILTFRGITVDEV
SGGTNADES IAHSATQHEAATASGQTLHPSSMAYGDDGILTFKGITVDRV
SGETNVDETLAHRALQREAARTKSKQILNPHSMCLGDDGILS YPGITVNEV
*hkkkk k¥ * kkk kkk * % % *hkkkkk *kkk *

TRSYSAHGQEMNIDKQYASAHDCTYLRRWHHDDYRVDGVCVGVYATYRAL
VAQYTRHGVIMNES KQGASTTECVELRRWHSMSYRENGIMVGVYSTFRAL
VAQY TKHGVIMNES KQGASTTECVEFLRRWHSMSYRKNGIMVGVYSTFRAL

VDAYQSHGQECNLSKQYASTODCVYLRRWHHKDYRDNGVCVGVYSTCRAL
* k¥ *  kk k% *  kkkkk *k ok kkkk k kkk

GRLCEQERYYDPEVWGPEMVALRQLSIIENCKYHPLREEFVNFCMKGDKY
GRLMGQERY YDPROQWGPEMVIMRALSILENCNQHPLFEEFIEFVIKGDKY
GRLMGQERY YDPRQWGPEMVMMSAT.SML.ENCNQHPLFEEFIEFVIKGDKY

GRLRYLERFMDPEYWSPOQMVALRQLSITENCKYHPLRDEFAEFCMKRDKY
* kK *% k% Kk Kk k¥ k%  kkk  kkk  kk Kk Kk KKk

RLGLDIPGFLDNIEKLAMEATDLMPDFLGYTKSLGT SGDRGIGQWWVVNY
GLGTRLPGF LDNLQAMYARARDVMPDY GGFVN--DNMRKREGILSWRKVVQY
GLGTRKLPGFLDNLQAMYAKASDVMPDY GGFVN--DNMKREGILSWKVVQY

347

375
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358
397

425
408
408
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525
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PBV /Mongoose /M17B/2017 RLGIDIPGFLDKIATYAKESIDHMPDFLGYTKTLRQGFKPTGISEWWIVEY 547
* % * %k kk * dk% * * % * * *

PBV/Human/CHN/1-CHN-97/1997 LKSLR 530

PBV-like/Mongoose/M17A/2017 LINR- 510

PBV-like/Mongoose/M1T7A/2017 LINR- 510

PBV /Mongoose /M1L7B/2017 LESHR 552

*



