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Figure S2

Phylogeny of OTUs from Norwegian cheese production and published 936 phage genome sequences
and OTUs inferred from genome sequences of 936 phages. OTUs only found in dairy 1 is shown in
green, OTUs only found in dairy 2 is shown in blue, OTUs found in both dairy plants are shown in
pink. OTUs representing phages isolated in this work are shown in black. OTUs representing
published phage genome sequences (66 uniue OTUs) are shown in grey. The published sequences
are represented by their accession numbers.
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