PSTVd-M

Biological Process

cellular nitrogen

nucleobase-containing — compound biosynthetic

compound biosynthetic

process (119)
process (78) cellular protein metabolic
process (119)
protein modification
process (86)
) macromolecule
RNA me'a:fgm process / .~ biosynthetic process
(88) {110)

macromolecule
modification (93) cellular macromolecule
_— biosynthetic process
(108)
organic cyclic compound
biosynthetic process
/ (106)

oxoacid metabolic
process (94)

nucleic acid metabolic
process (96) T

- heterocycle biosynthetic
phosphate-containing
compound metabolic process (102)
process (96) o aromatic compound
__~biosynthetic process
gene expression (98) \ _ (100)
Cellular Component
nucleolus (19) .
ribosome (21)° \
vacuole (23)"
plastid thylakoid
membrane (23)

nuclear lumen (27)

plastid thylakoid (29)

mitochondrion (32)——

lastid (1
plastid envelope (33) plastid (104)

plastid stroma (34)

cytosol (54)

chloroplast part (59)

Molecular Function

methyltransferase

activity (20) //’4 metal ion binding (138)
hydrolase activity, acting
on acid anhydrides, in -

phosphorus-containing
anhvdrides (22) /
hydrolase activity, | //

hydrolyzing O-glycosyl ' / /
compounds (26)
transferase activity, /
transferring acyl groups | |
other than amino-acyl /‘/ /
aroups (26) i
ion transmembrane | (‘
transporter activity (27)//
RNA binding (31)//
phosphotransferase / ,V
activity, alcohol group as '/
acceptor (40) /
kinase activity (47)

DNA binding (73)
triphosphate binding (76)

purine nucleotide binding

ribonucleoside binding

purine ribonucleotide
7 binding (77)
- purine nucleoside binding

purine ribonucleoside




PSTVd-S23

Biological Process

. \ cellular protein metabolic

organonitrogen _— cess (417"
compound biosynthetic ~ o\ pro “1n
process (250) // - \ cellular nitrogen
. / . compound biosynthetic
RNA metabolic process / ~ <
(257) / \ process (383)
protein modification /
process (265) A~ macromolecule
/ __—biosynthetic process
aromatic compound / (353)
biosynthetic process ’
(281)
nucleic acid metabolic cellular macromolecule
process (285) B biosynthetic process
. " (344)
heterocycle biosynthetic
process (286) _oxoacid metabolic
macromolecule N - process (341)
modification (289) _gene expression (330)
organic cyclic compound " phosphate-containing
biosynthetic process o K \ ~——_ compound metabolic
(319) ' - process (327)

Cellular Component

mitochondrial inner
membrane (35)
cytosolic part (39)
mitochondrial envelope py
(43)
vacuole (78)
nuclear lumen (79) /
ribosome (91)'
plastid thylakoid /
membrane (112) -
plastid envelope (119)

plastid (447)

plastid thylakoid (133) nucleus (399)

e

mitochondrion (133)

plastid stroma (145)
chloroplast part (265)

cytosol (187)

Molecular Function

phosphoric ester
hydrolase activity (65)
transferase activity, S/
transferring acyl groups /
other than amino-acyl
groups (66)
ion transmembrane
transporter activity (72
hydrolase activity, acting
on acid anhydrides, in
phosphorus-containing
anhydrides (76)
peptidase activity, acting
on L-amino acid peptides
(78)
phosphotransferase
activity, alcohol group as
acceptor (118)
RNA binding (1
kinase activity (146) P purine ribonucleotide
DNA binding (194)’ L \_ - binding (252)
purine ribonucleoside purine nucleoside binding
triphosphate binding (251) - — (252)

metal ion binding (429)

purine nucleotide binding
(253)

- ribonucleoside binding

Figure S1. Gene Ontology (GO) terms assigned to the complete list of the differentially
expressed genes. Pie charts represent the GO term distributions in plants infected with
PSTVd-M (A) and PSTVd-S23 (B) as determined by Blast2GO under the biological process,
molecular function and cellular component categories at GO level 5 with a 5-node score
cutoff. The numbers in brackets represent the number of genes assigned to each GO term. 15

most abundant GO terms are presented.



