
1                       10        20        30        X                        X         X         X        
Prupe.2G147000.1 c                                                     A                                                     M                                                      DP................VAAHGRPLPPPFLSRDLHLHPHHQFQHHLHHNNHN

Prupe.2G108200.1 c                                                     B                                                     M                                                      AG..............LDLGSASRFVHQQLQIPDLHL...........QRPPD

Prupe.2G239000.1 c                                                     B                                                     M                                                      ANRWWAGNVAMGGGHVDSISSTP.........PSLHL...........RNTEE

Prupe.8G182400.1 c                                                     B                                                     M                                                      SG...................................................

Prupe.6G348200.1 c                                                     B                                                     M                                                      ANRWWAGQVGLPGGVNETSAAATNSPMKNIIKPDLGI................

Prupe.4G266900.1 c                                                     B                                                     M                                                      AA...................................................

Prupe.5G037400.1 c                                                     B                                                     M                                                      AG..............LDLGSAPRYVH.QLHRQDLHL.........QQQQQTD

Prupe.5G082200.1 c                                                     B                                                     M                                                      DT.....................HSLPPPFHTRDFHLQHHPQF...HHQQQQN

Prupe.5G004600.1 c                                                     B                                                     M                                                      AG........YNESLSTTSAPTASRYVHQLFHPDLHLQVHQQQQLHHHHQQQQ

Prupe.3G173700.1 c                                                     B                                                     M                                                      AG...................................................

Prupe.1G530300.1 c                                                     B                                                     M                                                      KG...........GYVDTKGGNSKHPSPT.................NHRECQT

Prupe.1G034400.1 c                                                     C                                                     M                                                      DS..................AATNSAALN.................KQRELEI

40              50               60         70         X               X                X          X        
Prupe.2G147000.1 A                                A A                  S                                D D                   EDEQN......SSGGGGLISRGIK.......R R .ENTSAATTSLEG.....

Prupe.2G108200.1 B                                B B                  S                                D D                   DDDH.......NTPNRNNLFSSDH.....HQN V .DDNPHHQGLDLV.....

Prupe.2G239000.1 B                                B B                  Q                                  D                   LDDHNTTNTPTNSSTSNPATTPNKQNDEHHEDGR .NNDLEADNQDPN.....

Prupe.8G182400.1 B                                B B                                                   D D                  ..............................LDP P ..................

Prupe.6G348200.1 B                                B B                  S                                D D                   MNNN.......TTGTSSLGGSGGD.......D D .RDNNSDDPKE.......

Prupe.4G266900.1 B                                B B                                                   D D                  ...DY.......GGGVRAISLSQGG.....RNS D .DGSSQHSPRSASGGVVV

Prupe.5G037400.1 B                                B B                  S                                                      EDDA.......VVNRSTGQFSAED................HHQGLDLG.....

Prupe.5G082200.1 B                                B B                  S                                E D                   EDEQ........TGSSGLNNKGQK.......R R IDNDSGGNGGDLG.....

Prupe.5G004600.1 B                                B B                  S                                D D                   DDSH.........................HQD Q .HNNNKIIESSDT.....

Prupe.3G173700.1 B                                B B                                                   D D                  ......GADLPVPSVVSKTAIDRS........Q A .KSNSHHRPGIDA....I

Prupe.1G530300.1 B                                B B                  S                                                      EEERHPAATSSGTATVTTNPSAQNP...........KSSAAADPSNPS.....

Prupe.1G034400.1 C                                C C                  S                                D D                   INEN.......NSGRS....SGGD.......E R .....QDEPKE.......

              80        90       100       110                       X         X         X         X        
Prupe.2G147000.1                           cccc cc cc ccc   c                                 DEEEEEF DEEEEEEEEEEEEEEF A DF D                          RGRP GS NK KPP   T                                 RRP       K      III RDS N LR H.......KELG..STSAGEGEIT       A     A          A A  S 

Prupe.2G108200.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RR        R  P   VII RES N LR H............TPNPGSGDSGG  S    P                A T  A 

Prupe.2G239000.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   III KES N LR H.......TGSG.SHDSLEPGSSN       P                P A  S 

Prupe.8G182400.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   LII  D  N L  H.......PDAP.TNASPGAPPSA       P             Q AP G TS 

Prupe.6G348200.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   I V RDS N LR H................GAIEVAT       P          F     P A  S 

Prupe.4G266900.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 KKP       K  P   IVI K S   MK  VGGGSSSSKSK.FVSPSGEIIMS       P              N EAA  PV

Prupe.5G037400.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   VII RES N LR H............GINPGSGDIVA       P                A T  A 

Prupe.5G082200.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   III RDS N LR H.......KELNVTISGGDGSEMT       A                A A  T 

Prupe.5G004600.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   IIV RDT N LR H.AATSSGGGGD.GDGGSGSGGPT       A                P A  S 

Prupe.3G173700.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   IIV RDS N LR HLMAPKLPKAVP.PISAAAEGESI       A                A A  A 

Prupe.1G530300.1                           cccc cc cc ccc   c                                 KdddddG KddddddddddddddG B KG K                          RGRP GS NK KPP   T                                 RRP       K  P   VII RDS   M   ..............ADGATIEVI       P                EPP SPY

Prupe.1G034400.1                           cccc cc cc ccc   c                                 JIIIIIH JIIIIIIIIIIIIIIH C JH J                          RGRP GS NK KPP   T                                 RRP       K  P   I V RDS N LR H................GAVEIGS       P          F     P S  S 

120       130       140       150       160             X         X         X         X         X            
Prupe.2G147000.1   c   c c              c     c c c cc                 EEEF  A DEEEEF DEEEEF DEEEEEEEEF A DEEEEEEF          A  E   G D              G     G G V NV                 VM V     IMDSV TFARRR R VCILS S      TIRQPA          G    AN C      S      Q          T T        SP........ 

Prupe.2G108200.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 IL V     V DSV TYARKR R ICVLS S      SLRQPA          G    SS C  F   G      Q          M T        AA........ 

Prupe.2G239000.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VL I     IVDSI TFA RR R V VLS S      TLR PA               SS S      A   Q  H   S      I A     H  AP........S

Prupe.8G182400.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VL V     IVDSL TYA RR R VCVLS S      TLRQPA          G    SS S      V   S  G          A T        TTVLLSPSDN 

Prupe.6G348200.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VM I     IADSV  FAR R R VCVLS S      TIRQ            G    SN A      AR   T Q          T T      ASPA........ 

Prupe.4G266900.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VL I     VIE I QYARRR   I VLS S      TL  PA               SA S    A I      HV  S      A S    VH  GP.HHHPSAPS

Prupe.5G037400.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 IL V     V D V TYARRR R ICILS S      SLRQPA          G    GN C  F C A      Q          T T        AA........ 

Prupe.5G082200.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VM V     IVESV TFARRR R VCIMS T      TIRQPA          G    AD C      A      Q          T T        SP........ 

Prupe.5G004600.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 VL I     IMESV  YARRR R VCVLS S      TLRQPA          G    SA A      SI     G          T A        .......... 

Prupe.3G173700.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 AM V     V ESL NFARRK R ICILS S      TLRQPA          G    SS C  S   T      Q          C T        SS........ 

Prupe.1G530300.1   c   c c              c     c c c cc                 dddG  B KddddG KddddG KddddddddG B KddddddG          B  E   G D              G     G G V NV                 IL V     IVE V  F  RK   LCILT S      TLRQP           G    PG S    A SR CC  NI         T A       STT.......P 

Prupe.1G034400.1   c   c c              c     c c c cc                 IIIH  C JIIIIH JIIIIH JIIIIIIIIH C JIIIIIIH          C  E   G D              G     G G V NV                 VM V     VAESV QFARRR R VCVLS S      TLRQPA          G    AG A      A      Q          S A        AP........ 

   170       180                            190            X         X                              X       
Prupe.2G147000.1       c c  cc               c                          DEEEEEEEEEEEEEEEEF         DEEF            DEF     DE      G F  LS               P                          VVTLH R EI  LSGSFL          PPA            PP      SGS                  .........    ............  A....A  

Prupe.2G108200.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VVTLH R EI  LTGSFL          PPA            PPG     T A                  .........    ............   ....A S

Prupe.2G239000.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VITLH R EI  LSG FL           P             PPG     TGG               A  ......... S S............   ....A  

Prupe.8G182400.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VVTL  R EI  ITGT L          PPA            PPG      GT    Q           C .........    ............   ....AG 

Prupe.6G348200.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VM LH R EI  LTG FL          GPA            PPG     TGS  A            A  .........    ............   ....S  

Prupe.4G266900.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          L  LH    L  LSGSFM            A             PG       L SL   P N         DAVPATATC SS SSKVATSAGGCSS  ....SGS

Prupe.5G037400.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VVTLH R EI  LSGSFL          PPA            PPG     T S                  .........    ............   ....A S

Prupe.5G082200.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          IVTLH R EI  L GSFL          PPA            PP      TGS             A    .........    ............  A....A  

Prupe.5G004600.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          VVTLH R EI  LSGT L          PPA            PPG      GS                V .........    ............   ....AG 

Prupe.3G173700.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                          IVTLH R EI  L GS L          PPA            PPG     TGA             L  I .........    ............   ....I  

Prupe.1G530300.1       c c  cc               c                          KddddddddddddddddG         KddG            KdG     Kd      G F  LS               P                           VT H R DI  IS TFL                         P       SGAT  F          A   ......... QTT............ SCPVSVP  

Prupe.1G034400.1       c c  cc               c                          JIIIIIIIIIIIIIIIIH         JIIH            JIH     JI      G F  LS               P                          VV L  R EI  LSG FL          GPA            PPG     TGA  A Q          A  .........    ............   ....S  



    200       210       220       230       240             X         X         X         X         X       
Prupe.2G147000.1     c    cc  cc c c   c   c      c      ccc           EEEEEEF DEEEEEF DEF DEF DEEEEEEEEF DF DEEEEEEEEF          L    GQ  GG V G   A   V      F      RLP           LTIY AG Q  VV    V  LL  GP VIMAAS  NA YE   LEEEE             V       G   P   S          G  A          PAAAGQ

Prupe.2G108200.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LTIF AG S  VM    V  LI  GP IVIA S  NV YE   LEEED             G       N   A   S       S  T  A          QL....

Prupe.2G239000.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LTVY AG Q  VV    M  LV  GP MVVAAT  NA YE   LEDE              G       T   A   S          T  T         QAGEGG.

Prupe.8G182400.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LSIY  G Q  VA    V  L   GP VLMVVS   A YD   LEEEE           T G       I   P R S          AH V          EKEPSA

Prupe.6G348200.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           MTIY AG Q  VV    V  LV  GP MVIAAT  NA YE   LEEEE             V       S   P   S          S  T          EVGGN.

Prupe.4G266900.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP             I  AG Q  V        VV     VVV AT  N       L  DD      FG C   A    F  I G K   ASA    G   V PTVL    PG  HD....

Prupe.5G037400.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LTIF AG Q  VV    V  L   GP IVIA S  NV YE   LDEEE             V       S   E T A       S  T  A          QL....

Prupe.5G082200.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LTIY AG    VV    V  LI  GP VIMAAS  NA YE   LEEDE             GG      S   T   S          S  A          GQLPMQ

Prupe.5G004600.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LSIF AG Q  VV    V  LL  GP VLMAAS  NA FE   LDD E             V       C   P   S          G  V        P EGTPTG

Prupe.3G173700.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP           LTIY AG Q  VV    V  LI  GP VIMAAS  NA FD   LDEDE             A       S   A   S          M  T          VAAAL.

Prupe.1G530300.1     c    cc  cc c c   c   c      c      ccc           ddddddG KdddddG KdG KdG KddddddddG KG KddddddddG          L    GQ  GG V G   A   V      F      RLP            TI  AG Q  IV    A  LV  G   VIAAS  N  Y     EDE       F  S   P       L   A   A T Y      N PS H   G   AVRNSGS

Prupe.1G034400.1     c    cc  cc c c   c   c      c      ccc           IIIIIIH JIIIIIH JIH JIH JIIIIIIIIH JH JIIIIIIIIH          L    GQ  GG V G   A   V      F      RLP           LTVY A  N  VV    V  LV  GP MVVAAT  NA YE   LEEDE            AG       S   S   A          A  T          EGGGSG

                 250        260        270       280                     X          X          X         X  
Prupe.2G147000.1                     A         A                                                     G                       V.................QGSGPLGSP.GV GQEHQQ.QSIQQQQQQLLQDPNA

Prupe.2G108200.1                     B         B                                           G         G                       ........QMQQPVPQSSGG GSGGG..GG GGVTNP...........FPDPSS

Prupe.2G239000.1                     B         B                                           G         G                       .......MQVQQQQQQQQQS VNSA...GT GNSGSQ..........GLVEHTS

Prupe.8G182400.1                     B         B                                           G         G                       P.......RIQAPAAASQSS VTGGG..GS GDSYNL.................

Prupe.6G348200.1                     B         B                                           G         G                       ..............NSGQAA GGGSPP.GI GSGGGM............GDPSI

Prupe.4G266900.1                     B         B                                           G                                 ................DHEN VEGGAP...AAEYEAQETKPGVNVESHCSVYGG

Prupe.5G037400.1                     B         B                                           G         G                       ........QVQVP....QGS GSGGG..GV VG.NNP...........FPDPSS

Prupe.5G082200.1                     B         B                                           G         G                       G.................GG GSLGSPSGV HQQQQQ.HQQQQQQQQLLAEAAN

Prupe.5G004600.1                     B         B                                           G         G                       GNGGGGGLQVQQP.TASQSS VTGGLGEGT GNSGGG.................

Prupe.3G173700.1                     B         B                       ........QNQQ..........................YQNGRHHHLDI.....

Prupe.1G530300.1                     B         B                                           G                                 G.......DAHSP...PLSG VESGG........HAP...........PSSQSC

Prupe.1G034400.1                     C         C                                           G         G                       G..............GGHNN GSGNSP.TA GSSGAQLGSGGHQHQQQLPDPSS

         290          300                 310                    X            X                   X         
Prupe.2G147000.1                                    c                            A  A A A     DF  A       A       DEF    A                                      W                            M  S L S     LP  E               RPP    Y   P....SLFHG PQ L N ...CQ  .A GY..... G....TA   ....    

Prupe.2G108200.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N M       L   D               RPP    Y   G....LPFFN PL N P....HQ Q.V ......S GGN.SAG   ....    

Prupe.2G239000.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N L N     MP  D               RPP    Y   S....MAIYN PP L P ...GQ  .P VF..... GPP..PP   PPS.    

Prupe.8G182400.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            V    M N      P  D                 P        .........G TSIS G ...SGF .G VY....G SSG...SSL ....K   

Prupe.6G348200.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N L N     L   D               R P    F   G....VGVYN QP M P GGGQA S.H QGAAYSS AHGQGGG A ....    

Prupe.4G266900.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            V  S   N     VP                  RPP    Y   GG.......G AS TPM CQITS  .DQVM....P GPP...S   ....    

Prupe.5G037400.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N         LP  D               RPP    F   G....LPFFN PL MQN....VQ  .I ......G AGNNSGG   ....    

Prupe.5G082200.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N L S     LP  E               RPP    Y   TNA..PLFHG PP L N ...MQ  .A AA....Y A....TG   ....    

Prupe.5G004600.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N A N         D               RPP    F   .....AGLFN GG M A ...YPFSGP LF....G GGG.STP   ....    

Prupe.3G173700.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                            L  N L N     VP  E               K          .....SDLYG PP L T ...GN  .P VY....S ASGRTMS ......T   

Prupe.1G530300.1                                    c                            B  B B B     KG  B       B       KdG    B                                      W                                         LP  D                PP    Y   G....MSMYS...........CH  .T VL..... APT..ARQ  PPPP    

Prupe.1G034400.1                                    c                            C  C C C     JH  C       C       JIH    C                                      W                            L  N I N     LG  E               RPP    Y   GGLPNIYSHH PP L P GGHGQ  .H AY....A A......   ....    

 


