
1        10         20        30        40        50        X         X          X         X         X         X        
Prupe.2G146200.1 cc                                                          DF  A    A        A A                                       ME                                                              E    S        E P                                         AK GM.S GV.RVGGV A SAYHGAPNAENPTRVAGMPVADVSAMNVGVDGARVVRAE

Prupe.2G282300.1 cc                                                          KG  B    B        B B                                       ME                                                              D    S        E P                                         EK NL.V GV.AVSGE A DTYR...................................

Prupe.6G347600.1 cc                                                          KG  B    B        B B                                       ME                                                              E    S          P                                         PN NQ.L SY.....FQH TTTTG..................TGTAATVT....ATNT

Prupe.6G117900.1 cc                                                          KG  B    B        B B                                       ME                                                                   T        E                                           ENNMV.T SQPPQ..T SKPNNEVE................T................

Prupe.5G081500.1 cc                                                          KG  B    B        B B                                       ME                                                              E    S        D P                                         GR GVNS GV.TVVAS A SDYH...................................

Prupe.7G119600.1 cc                                                          JH  C    C        C C                                       ME                                                              E    S        E P                                         EK ST.F GSPGNSGT S PVTQM..................VNIPMGMD....VNMS

60        70        80          90       100          110    X         X         X           X         X            X   
Prupe.2G146200.1                                        c cccccccc              A     A   A     A    A    A        DEEEEEEEEEF   A   DF                                         K KRGRPRKY              A               M    V    V        V R           G   TV  APS YHGAPKTEDPTQVAG PPAK AETN ..GDDGAT           ... PGG  TM

Prupe.2G282300.1                                        c cccccccc              B     B   B     B    B    B        KdddddddddG   B   KG                                         K KRGRPRKY              I     N   S     A    A    L        V K           G   TV  ... APRNE PSP GGPTM AAAT SPMS ..ALTGTE           ... PDK  SS

Prupe.6G347600.1                                        c cccccccc              B     B   B     B    B    B        KdddddddddG   B   KG                                         K KRGRPRKY                    N   T     V    V    V        A R           G   QA  ASPTNGLLP THS DGSHM YSHS PSSA ..TSPLEP           ... TPE  LA

Prupe.6G117900.1                                        c cccccccc              B     B   B     B    B    B        KdddddddddG   B   KG                                         K KRGRPRKY              M     N   N     L    A    V        V R           G   NV  ..F EPVQM IEP QD... DQSG PIGR ELTGTDVL           EMV EEG  VG

Prupe.5G081500.1                                        c cccccccc              B     B   B     B    B    B        KdddddddddG   B   KG                                         K KRGRPRKY              V     N   N               A        M K           G   SV  ... APRSE TTH AGSTPPAPVAPPPAA LPAAASLP           ... PDG  TM

Prupe.7G119600.1                                        c cccccccc              C     C   C     C    C    C        JIIIIIIIIIH   C   JH                                         K KRGRPRKY              I     N   T     I    A    V          K               NL  SEI NNNSN PVS TTTTE AEIA AAAT ..GSGDLSG          ...DADG  RL

                   120       130       140       150                             X         X         X         X        
Prupe.2G146200.1                       c               c                     A          A   A      DF         A  DEEF DF                                       S               G                     A          M   P                 S   R R RG                  .......... SQM .....G PPASGTGGNL SGV   G  RGRGRGSGRGRGRGRGR

Prupe.2G282300.1                       c               c                     B          B   B      KG         B  KddG KG                                       S               G                     A          L   P       S         S  KR R RP                  .......... SPM .....I  SI.PLTGEF AW    G  V................

Prupe.6G347600.1                       c               c                     B          B   B      KG         B  KddG KG                                       S               G                     A                      S            HH    P                  ..........KKAAT.....T  HS..SSSKEKKD   SAS SY...............

Prupe.6G117900.1                       c               c                     B          B   B      KG         B  KddG KG                                       S               G                     L          V   P       T         S  KR R RP                  .......... SAS .....S  YS..GSYSE LP    G  K................

Prupe.5G081500.1                       c               c                     B          B   B      KG         B  KddG KG                                       S               G                     A          L   P       S         S  KR K KP                  .......... SPK .....I  SAPPPVIDF AE    V  T................

Prupe.7G119600.1                       c               c                     C          C   C      JH         C  JIIH JH                                       S               G                                V   P       S         S  KR R RP                 GYNSNINKGGG APP PPGFYL  PA.SEFSSS SS    G  P................

160       170       180       190       200       210         X         X         X         X         X         X        
Prupe.2G146200.1                                      c   ccc   cc        c           A    A    A    A DEF  DEEEEEEF  DEEF  DEEF   A  A D                                     T   GED   KI        R           Q    A    G    V T    YTPHVI A     L    IS   Q    IGWSDGSNAK HEAP MESG DWSV V PSTD        EP    TF    VAE GP A 

Prupe.2G282300.1                                      c   ccc   cc        c           B    B    B    B KdG  KddddddG  KddG  KddG   B  B K                                     T   GED   KI        R           S    V    G    A SVG  FTPHVL V     V    MS   Q    I....DSVKK HKYD FESS EK.I Y   AN        HA    TM    FSQ GS A 

Prupe.6G347600.1                                      c   ccc   cc        c           B    B    B    B KdG  KddddddG  KddG  KddG   B  B K                                     T   GED   KI        R           S              L NAG  FTPHVL V     V    M    Q    I...SGSTKK QQF..........S G   QG        AA    GQ   FFMQ SK E 

Prupe.6G117900.1                                      c   ccc   cc        c           B    B    B    B KdG  KddddddG  KddG  KddG   B  B K                                     T   GED   KI        R           S    L    G    V  AG  F   VL A     I    LS   T    L....G.... GKLQ LSPR GL.S DP  GG YTQ    ET    VH    LSE NP S 

Prupe.5G081500.1                                      c   ccc   cc        c           B    B    B    B KdG  KddddddG  KddG  KddG   B  B K                                     T   GED   KI        R           T    V    G    A SVG  FTPHII V     V    IS   Q    I....SSVSK .KYE .ENL EW.V C   AN        NS    MM    FSQ GP A 

Prupe.7G119600.1                                      c   ccc   cc        c           C    C    C    C JIH  JIIIIIIH  JIIH  JIIH   C  C J                                     T   GED   KI        R           S    V    G    A TAG  FTPHVV V     V    LS        I....G.... GNWQ LASL EL.F N   GD        ST    AG    FSQKGP G 

220       230       240       250       260         270       X         X         X         X         X           X      
Prupe.2G146200.1     c c       c c    c     c c    cccc             c  cc c  EEEEEEF DEEF DEEF A  A DEEEEEEEEEEEEEEEF  A  A   DEEEEEF A      A G       R P    G     G F    LSGS             G  SV L   IIS N  VSNV L    T    IT E   EIA     FM  D  G    S GL      W      A    R  R D DE S  L  V    H      FY NR T..M      S SG

Prupe.2G282300.1     c c       c c    c     c c    cccc             c  cc c  ddddddG KddG KddG B  B KdddddddddddddddG  B  B   KdddddG B      A G       R P    G     G F    LSGS             G  SV L  CILS N  ISNV L Q  S    LTYE R EILS    YI  E  G   RS GM             T    T    S SG T                 AI NA TKS       A AG

Prupe.6G347600.1     c c       c c    c     c c    cccc             c  cc c  ddddddG KddG KddG B  B KdddddddddddddddG  B  B   KdddddG B      A G       R P    G     G F    LSGS             G  SV L  CILS S  ISNA L Q  T    ITYE R EIIS    YV  D  G   R  GL             T    S    A SG N                 RT LG ... A     C SS

Prupe.6G117900.1     c c       c c    c     c c    cccc             c  cc c  ddddddG KddG KddG B  B KdddddddddddddddG  B  B   KdddddG B      A G       R P    G     G F    LSGS             G  SV L  CILT T  V SA I Q  S    L F  R  ILT    FV         KN  L             V C  V    S YT I R K   Q         YDATQNRRG   M   A CH

Prupe.5G081500.1     c c       c c    c     c c    cccc             c  cc c  ddddddG KddG KddG B  B KdddddddddddddddG  B  B   KdddddG B      A G       R P    G     G F    LSGS             G  SV L  CVLS N  ISSV L Q  S    LTYE R EILS    FM  E  G   RS GM             V    T    D SG T                 PN TG TRS       S AS

Prupe.7G119600.1     c c       c c    c     c c    cccc             c  cc c  IIIIIIH JIIH JIIH C  C JIIIIIIIIIIIIIIIH  C  C   JIIIIIH C      A G       R P    G     G F    LSGS             G  SV L  CVLS N  VSNV I Q  S    LTYE R ELLS    F   E  G   RT GL             A    T    G SG I                TVT IG VRN       S AG

 280       290       300       310       320                   X         X         X         X         X                
Prupe.2G146200.1   c   cc   c c cc   c     c                                 DEF DEEF A A A DF DEEEEEEEEF                A                 G   GG   G L AA   Q     F                                 P    I   V         V VVVGS A                                 N SC   A C S I  GH         PGKPDVLPKEVTNQNSGEPQ............

Prupe.2G282300.1   c   cc   c c cc   c     c                                 KdG KddG B B B KG KddddddddG                B                 G   GG   G L AA   Q     F                                 PD  VV   L        PV VVVGS L                V                  R    G A M I  G          PGHQQEQKPKKQRLEP SSSI.........VP

Prupe.6G347600.1   c   cc   c c cc   c     c                                 KdG KddG B B B KG KddddddddG                B                 G   GG   G L AA   Q     F                                  D  II   V        PV VIVGT M                A               T  Q    G G P K  G          VDAKKDVTAGVKGDAS TK...........LP

Prupe.6G117900.1   c   cc   c c cc   c     c                                 KdG KddG B B B KG KddddddddG                B                 G   GG   G L AA   Q     F                                 PD  I    V        PV IIA S L                A                  N F  A A A I  E      T   QETSSNTSKELKRRHS ESSTSTSMLGN.SSC

Prupe.5G081500.1   c   cc   c c cc   c     c                                 KdG KddG B B B KG KddddddddG                B                 G   GG   G L AA   Q     F                                 PD  VV   V        PV VVVGS L                I                  R    G A L V  S          SGNQHEQKPKKQKHDY SNA..........TP

Prupe.7G119600.1   c   cc   c c cc   c     c                                 JIH JIIH C C C JH JIIIIIIIIH                C                 G   GG   G L AA   Q     F                                 PD  VI   I        PI IVVGS                  V                  R    G A L T  S         TPNGYKAHKRKHYRENN ASPIS....GSLDTV

                    330                           340                             X                             X       
Prupe.2G146200.1  A   A             A  A              A             A                           L  S                            A        .................PN GS PPG....................QSENR PAS.....

Prupe.2G282300.1  B   B             B  B              B             B         V   V             I  S              V             A        I VNA SGEEMKVCGGVKP LT PSF....HGNNSTS NP....MHSFKNS PESKS.LS

Prupe.6G347600.1  B   B             B  B              B             B         A   M             V  S              A             A        T GEM N......VSFRSA DS GRTL..VRGNDDQQ IGGSHFMIQGMHV PSRPTDWR

Prupe.6G117900.1  B   B             B  B              B             B         A   L             I  T              V             A        L MVP LMPPPTIVHDESC SP SALLEFPSHSGAGN IA....ANRNMNP TLPGFDQN

Prupe.5G081500.1  B   B             B  B              B             B         M   I                S              L                      T AVP SSVDPK.....PNFSS TSF....RGDNWSS ...........PSDPKTKT...

Prupe.7G119600.1  C   C             C  C              C             C         V   I             I                 I             I        T ATP SQAQPESESRLTT SPLPAQ....SHGEADK MI....QMQTSNA STSAV.WN

                                                                                                                        
Prupe.2G146200.1 ................................................            

Prupe.2G282300.1 E......................EESKGPGQ..PNCEVSY........            

Prupe.6G347600.1 GGPDARGTGAYELTGRAGRAAHQSPENGDYDQIPD.............            

Prupe.6G117900.1 A......................LQPMPDPTTSPHIDTFIP.......            

Prupe.5G081500.1 ..................................DINVSLPGGVI...            

Prupe.7G119600.1 G......................TELKSEHRPSPDINVSVPGVSVTGE            

 


