Table S1. The correlation analysis between spermosphere bacterial at the genus level (top 150 most

abundant taxa) and seed germination rate and seedling growth indexes in the cotyledon protrusion

stage of germination.

Seedling Diamet  Root Shoot dry Root dry
Taxa GR
height er length weight weight

Acidothermus 0.75 0.71 -0.89 0.83* 0.66 0.89*
Elsterales 0.93**  0.89* -0.83* 0.83* 0.66 0.71
Burkholderia-Caballeronia-Paraburkh

-0.75 -0.71 0.6 -0.66 -0.83* -0.54
olderia
Xanthobacteraceae 0.84* 0.89* -0.6 1% 0.83* 0.89*
Bradyrhizobium -0.81*  -0.83* 0.31 -0.71 -0.89* -0.66
Candidatus_Solibacter -0.64 -0.66 0.37 -0.71 -0.89* -0.83*

-0.93*
Microscillaceae . -0.94** 0.66 -0.94** -0.77 -0.77
Acidobacteriales 0.81* 0.83* -0.31 0.71 0.89* 0.66
Mucilaginibacter -0.64 -0.66 0.37 -0.71 -0.89* -0.83*
Rhodanobacter -0.84*  -0.77 0.66 -0.6 -0.6 -0.77
Micropepsaceae -0.81  -0.83* 0.31 -0.71 -0.89* -0.66
Ramlibacter -0.64 -0.6 0.54 -0.6 -0.77 -0.77
TK10 0.81 0.84* -0.67 0.99*** 0.81* 0.93**
Subgroup_2 0.64 0.66 -0.37 0.71 0.89* 0.83*
IMCC26256 0.75 0.71 -0.89% 0.83* 0.66 0.89*
AD3 0.81 0.84* -0.38 0.81* 0.81* 0.93**
Bryobacter 0.93**  0.94** -0.66 0.94** 0.77 0.77
Granulicella -0.75 -0.71 0.89* -0.83* -0.66 -0.89%
Acidibacter -0.34 -0.26 0.2 -0.06 -0.46 -0.12
Oxalobacteraceae -0.72 -0.77 0.26 -0.77 -0.94** -0.77
Sphingomonas -0.64 -0.6 0.54 -0.6 -0.77 -0.77
Leifsonia -0.84*  -0.89* 0.31 -0.83* -0.83* -0.89*
Acetobacteraceae -0.72 -0.77 0.26 -0.77 -0.94** -0.77
WPS-2 0.58 0.6 -0.2 0.54 0.83* 0.31
Puia -0.64 -0.66 0.37 -0.71 -0.89% -0.83*
Caulobacteraceae -0.72 -0.66 0.6 -0.54 -0.71 -0.66
Acidobacteriales 0.12 0.14 0.31 0.03 0.54 -0.03
Comamonadaceae -0.67 -0.6 0.71 -0.6 -0.77 -0.6
Gaiellales 0.64 0.66 -0.66 0.89* 0.89* 0.83*
HSB_OF53-F07 0.72 0.77 -0.26 0.77 0.94** 0.77
Xanthobacteraceae 0.75 0.71 -0.89* 0.83* 0.66 0.89*
JG30-KF-AS9 0.06 0.09 -0.09 0.31 0.71 0.37
Conexibacter 0.64 0.66 -0.66 0.89* 0.89* 0.83*
Gemmatimonas -0.72 -0.66 0.6 -0.54 -0.71 -0.66

-0.93*
Mesorhizobium . -0.89% 0.54 -0.66 -0.66 -0.71
Massilia -0.72 -0.66 0.6 -0.54 -0.71 -0.66
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% 0.001 < p <0.01; **, 0.01 < p < 0.05; **, p < 0.001.



