Table S2S3. Distribution of SSRs in the Fokienia F. hodginsii cp genome.
	Type
	Motif
	Start
	End
	No. of Repeats
	Location

	mononucleotides
	A
	31375
	31384
	10
	IGS

	
	A
	49110
	49120
	11
	IGS

	
	A
	51807
	51816
	10
	IGS

	
	A
	66622
	66631
	10
	Intron
 (trnI-GAU)

	
	A
	69582
	69593
	12
	IGS

	
	A
	70641
	70650
	10
	IGS

	
	A
	70656
	70665
	10
	IGS

	
	A
	43120
	43139
	11
	IGS

	
	A
	70789
	70799
	11
	IGS

	
	A
	73572
	73581
	10
	Intron (ndhB)

	
	A
	73696
	73706
	11
	Intron (ndhB)

	
	A
	84543
	84552
	10
	Intron (rpl12)

	
	A
	85619
	85630
	12
	rps19

	
	A
	88936
	88946
	11
	rps8

	
	A
	89492
	89501
	10
	IGS

	
	A
	101692
	101701
	10
	IGS

	
	A
	103678
	103687
	10
	IGS

	
	A
	107973
	107982
	10
	IGS

	
	A
	114081
	114097
	17
	IGS

	
	A
	115776
	115786
	11
	IGS

	
	T
	19259
	19268
	10
	IGS

	
	T
	19601
	19611
	11
	rps2

	
	T
	20205
	20214
	10
	rpoC2

	
	T
	20841
	20850-
	10
	rpoC2

	
	T
	29365
	29377
	13
	rpoB

	
	T
	31357
	31373
	17
	IGS

	
	T
	44418
	44427
	10
	Intron (ycf3)

	
	T
	54250
	54259
	10
	Intron (ndhA)

	
	T
	67242
	67251
	10
	IGS

	
	T
	75421
	75431
	11
	IGS

	
	T
	98056
	98065
	10
	ycf4

	
	T
	101619
	101630
	12
	IGS

	
	T
	103049
	103060
	12
	IGS

	
	T
	103551
	103563
	13
	IGS

	
	T
	104443
	104452
	10
	IGS

	
	T
	105996
	106007
	12
	IGS

	
	T
	110557
	110567
	11
	IGS

	
	T
	116450
	116459
	10
	IGS

	
	T
	121055
	121067
	13
	IGS

	
	G
	98643
	98654
	12
	IGS

	dinucleotides
	AG
	85662
	85673
	6
	IGS

	
	AT
	17957
	17968
	6
	IGS

	
	AT
	17971
	17980
	5
	IGS

	
	AT
	22284
	22293
	5
	rpoC2

	
	AT
	48580
	48605
	13
	IGS

	
	AT
	48629
	48650
	11
	IGS

	
	AT
	70745
	70764
	10
	IGS

	
	AT
	71548
	71563
	8
	Intron (rps12)

	
	AT
	86531
	86540
	5
	rps3

	
	AT
	90140
	90155
	8
	IGS

	
	AT
	122045
	122054
	5
	IGS

	
	TA
	8091
	8102
	6
	IGS

	
	TA
	36898
	36907
	5
	IGS

	
	TA
	90071
	90104
	17
	IGS

	
	TA
	101187
	101198
	6
	IGS

	
	TA
	122080
	122091
	6
	IGS

	
	TC
	13930
	13939
	5
	Intron 
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	TC
	61168
	61177
	5
	IGS

	trinucleotides
	AAG
	108209
	108253108220
	4
	IGS

	
	AAG
	120041
	120052
	4
	accD

	
	AAG
	120056
	120070
	5
	accD

	
	AAG
	120074
	120088
	5
	accD

	
	AAG
	120092
	120103
	4
	accD

	
	AAG
	121469
	121480
	4
	IGS

	
	AAG
	122826
	122843
	6
	IGS

	
	AAG
	122847
	122864
	6
	IGS

	
	AAG
	122868
	122879
	4
	IGS

	
	AAG
	127330
	127344
	5
	ycf1

	
	TAT
	48677
	48688
	4
	IGS

	
	TTC
	8754
	8780
	9
	IGS

	
	TTC
	29147
	29185
	13
	rpoB

	hexanucleotides
	AAGAAC
	108209
	108253
	6
	IGS


IGS: intergenic spacer

