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Figure S1 UV-Vis absorption spectrum (A) and standard curve (B) of morin solution
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Integration Result

Peak Table
PDA Chl 220nm
Peak#  Ret. Time Height Height%  USP Width Area Area%
1 0.787 5770 5.044 0.052 9765 4.530
2 0.828 20791 18.177 0.039 30067 13.946
3 0.901 87816 76.778 0.043 175757 81.524
Peak Table
PDA Ch2 254nm .
P Ret. Time Height Height%  USP Width Area Area%
1 0.787 4814 4.639 0.051 8387 4.082
2 0.828 3912 3,769 0.042 5464 2.659
3 0.901 95047 91.592 0.043 191602 93.258
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Figure S2 LC-MS of Morin (ESI+)
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Integration Result
Peak Table
PDA Chl 220nm . . i
Peak#  Ret. Time Height Height%  USP Width Area Area%
| 0.113 1394238 88.335 0.041 2738235 79.196
2 0.266 63735 4.038 0.086 202109 5.845
3 0.373 3212 0.203 0.062 6663 0.193
4 0.510 110866 7.024 0.119 500742 14.483
5 0.989 6298 0.399 0.042 9803 0.284
PDA Ch2 254nm
Peak#  Ret. Time Height Height%  USP Width Area Area%
1 0.113 275887 63.956 0.041 451673 42.640
2 0.266 30980 7.182 0.080 92097 8.694
3 0.376 15647 3.627 0.075 42338 3.997
4 0.510 103418 23.974 0.119 465007 43.899
5 0.990 5433 1.260 0.040 8161 0.770
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Figure S3 LC-MS of reaction solution (ESI+)
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Figure S4' H-NMR of the degradation products of morin in SPC/TAED system
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